
uvig_233155: 18,967-24,111 (+)

endolysin (CDS_0021)
22 23 24 25 26 27 28 29 30

MGV-GENOME-0197525: 21,686-27,311 (+)

26 27 29 32 33

MGV-GENOME-0211760: 20,658-30,053 (+)

HEase_00016 homing (CDS_0026) 32 33
transcriptional regulator (CDS_0034)

35 3637 38 39 terminase small subunit (CDS_0040)

MGV-GENOME-0205017: 20,634-28,872 (+)

32 33 34

MGV-GENOME-0217751: 20,463-25,467 (+)

HEase_00016 homing (CDS_0031) 32

MGV-GENOME-0177953: 19,420-24,357 (+)

31

MGV-GENOME-0235960: 22,680-33,585 (+)

32 33 34 35 36 37 38 39

MGV-GENOME-0226059: 22,500-30,010 (+)

32 33 34 35

MGV-GENOME-0211900: 20,925-30,080 (+)

32 33 34 35
HNH endonuclease (CDS_0036)

37 38 39

MGV-GENOME-0239864: 22,689-35,209 (+)

26 31 32 33 34 35 36 37 38 39 40 41 42 43 44 45

MGV-GENOME-4410357: 22,689-35,061 (+)

31 32 33 34 35 36 37 38 39 40 41 42 43 44

MGV-GENOME-0244676: 22,692-35,897 (+)

32 33 34 35 36 37 38 39 40 41 42 43 44 45 46

uvig_200384: 21,912-36,361 (+)
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42 43

transcriptional regulator (CDS_0044)
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Kang_0013_ST001_A_NODE_52_length_35458_cov_613.065757: 21,039-35,457 (+)
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transcriptional regulator (CDS_0044)
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OTU_2966: 22,681-36,348 (+)

32 33 34 35 36 37 38 39 40 41

transcriptional regulator (CDS_0042)

43 4445 46
HNH endonuclease (CDS_0047)

48 49

OTU_3270: 20,754-34,688 (+)

32 33 34 35 36 37 38 39 40 41
transcriptional regulator (CDS_0042)

43 4445 46 47 48 49

MGV-GENOME-0235839: 22,608-34,487 (+)

32 33 34 35 36 37 38 39 40 41 42 43

MGV-GENOME-0226216: 22,680-32,608 (+)

32 33

transcriptional regulator (CDS_0034)

35 3637 38
HNH endonuclease (CDS_0039)

40 41

MGV-GENOME-0218291: 21,348-31,252 (+)

31 32

transcriptional regulator (CDS_0033)

34 3536 37
HNH endonuclease (CDS_0038)

39 40

MGV-GENOME-0217984: 21,039-29,848 (+)

32
transcriptional regulator (CDS_0033)

34 3536 37 38 39 40 41

MGV-GENOME-0215047: 20,892-29,226 (+)

31

transcriptional regulator (CDS_0032)

33 3435 36
HNH endonuclease (CDS_0037)

38 39 40

OTU_3207: 21,412-35,014 (+)

32 33 34 35 36 37 38 39 40 41

transcriptional regulator (CDS_0042)

43 4445 46
HNH endonuclease (CDS_0047)

48 49

uvig_126264: 22,751-35,376 (+)

31 32
33

34 35 36 37 38

transcriptional regulator (CDS_0039)

40 4142 43
HNH endonuclease (CDS_0044)

45 46

uvig_235471: 19,901-31,260 (+)

32 33 34 35 36
transcriptional regulator (CDS_0037)

38 3940 41 42

MGV-GENOME-0236599: 22,683-34,628 (+)

31 32 33 34 35 36 37
transcriptional regulator (CDS_0038)

39 4041 42 43 44

OTU_3527: 20,990-33,469 (+)

31 32 33 34 35
HEase_00016 homing (CDS_0036)

37 38

transcriptional regulator (CDS_0039)

40 4142 43 44

MGV-GENOME-0220415: 22,683-31,622 (+)

31 32
transcriptional regulator (CDS_0033)

34 3536 37 38 39

uvig_50366: 21,159-32,495 (+)

30 31 32 33 34 35 36 37 38 39

5000 nt

DNA, RNA and nucleotide metabolism head and packaging transcription regulation unknown function defence (PADLOC)


