
SRS104693_a1_ct12674_vs01: 12,642-29,410 (+)

major tail protein (CDS_0018)

19 20
tail length tape measure protein (CDS_0021)

22 23 24
25

26

endolysin (CDS_0027)

28 29 30 31

DNA polymerase (CDS_0032)

33

capH (CDS_0034)

35
36

37
38

39

40 41 42 43 44

uvig_149225: 13,338-27,382 (+)

24
integrase (CDS_0025)

DNA polymerase (CDS_0026)

27
capH (CDS_0028)

29 30 33

DNA methyltransferase (CDS_0034)

DNA helicase

uvig_26490: 12,863-33,900 (+)

24 25 26 27 28

Mycobactin (VF0299) (CDS_0029)

30
integrase (CDS_0031)

32

anti-SOS response (APIS102) (CDS_0033)
capH (CDS_0034)

capH (CDS_0035)
36

MGV-GENOME-4411098: 12,863-26,151 (+)

25 26 27

anti-SOS response (APIS102) (CDS_0028)

capH (CDS_0029)
capH (CDS_0030)

31

MGV-GENOME-0240146: 12,863-27,903 (+)

24 25 26 27
integrase (CDS_0028)

29

anti-SOS response (APIS102) (CDS_0030)
capH (CDS_0031)

32 33

uvig_198277: 12,946-29,050 (+)

24 25 26 27
integrase (CDS_0028)

29

anti-SOS response (APIS102) (CDS_0030)
capH (CDS_0031)

32 33 38

MGV-GENOME-0203674: 12,863-27,027 (+)

25 26 27
integrase (CDS_0028)

29

anti-SOS response (APIS102) (CDS_0030)
capH (CDS_0031)

32 33

MGV-GENOME-0307099: 12,863-25,252 (+)

25 26 27

anti-SOS response (APIS102) (CDS_0028)
capH (CDS_0029)

30 31

MGV-GENOME-0172684: 12,642-21,977 (+)

2425 26

MGV-GENOME-0210444: 12,643-22,162 (+)

24 25 26

MGV-GENOME-0169559: 12,641-23,125 (+)

24
25

26 27 DNA helicase (CDS_0031)

MGV-GENOME-0197258: 13,197-25,887 (+)

26
integrase (CDS_0027)

28

anti-SOS response (APIS102) (CDS_0029)
capH (CDS_0030)

31 32

OTU_4393: 12,460-25,230 (+)

23 24 25

anti-SOS response (APIS102) (CDS_0026)
capH (CDS_0027)

28 29

uvig_494008: 12,115-24,586 (+)

24 25

anti-SOS response (APIS102) (CDS_0026)
capH (CDS_0027)

28

phosphoadenosine phosphosulfate reductase (CDS_0029)

30
31 DNA methyltransferase (CDS_0035)

MGV-GENOME-0172674: 13,981-23,565 (+)

27 28

MGV-GENOME-0175289: 12,982-23,948 (+)

25
26

27 phosphoadenosine phosphosulfate reductase (CDS_0028)

MGV-GENOME-0220643: 12,379-21,464 (+)

25
27

28

MGV-GENOME-0207833: 12,051-20,087 (+)

17
tail terminator (CDS_0018)

tail length tape measure protein (CDS_0022)

MGV-GENOME-0265347: 12,863-37,791 (+)

24 25 26

27

28
29

30

endolysin (CDS_0031)

32

Druantia_II__DruM (CDS_0033)

34
35

36 37 38

Mycobactin (VF0299) (CDS_0039)

40
integrase (CDS_0041)

42

anti-SOS response (APIS102) (CDS_0043)
capH (CDS_0044)

45 46

OTU_3669: 12,949-30,790 (+)

24 25 26

27

28
29

30

endolysin (CDS_0031)

32
integrase (CDS_0033)

34

anti-SOS response (APIS102) (CDS_0035)

capH (CDS_0036)

37 38

uvig_440897_: 12,962-33,840 (+)

host range and adsorption protein (CDS_0025) 26 27

28

29
30

31

endolysin (CDS_0032)

33 34 35

Specificity_I_00025 Type (CDS_0036)

37
integrase (CDS_0038)

39

anti-SOS response (APIS102) (CDS_0040)

capH (CDS_0041)
transcriptional repressor (CDS_0042)

43

uvig_204541: 12,950-32,545 (+)

23 24 25

26

27
28

29

endolysin (CDS_0030)
Specificity_I_00025 Type (CDS_0031)

32
integrase (CDS_0033)

34

anti-SOS response (APIS102) (CDS_0035)
capH (CDS_0036)

37 38 43

uvig_509950: 13,177-31,762 (+)

25 26 27

28

29
30

31

endolysin (CDS_0032)

integrase (CDS_0033)

DNA polymerase (CDS_0034)

35
capH (CDS_0036)

37 38

uvig_536520: 12,643-33,089 (+)

23 24 25

26

27
28

29

endolysin (CDS_0030)
Mycobactin (VF0299) (CDS_0031)

32
integrase (CDS_0033)

DNA polymerase (CDS_0034)

35
capH (CDS_0036)

37 38

IMGVR_UViG_3300007353_000221|3300007353|Ga0104758_100406|19931-54946: 12,886-33,417 (+)

24 25 26

27

28
29

30

endolysin (CDS_0031)

32

Specificity_I_00025 Type (CDS_0033)

34 35

DNA polymerase (CDS_0036)

37
capH (CDS_0038)

39 40

MGV-GENOME-0228058: 12,886-28,363 (+)

25 26 27

28

29
30

31 32 33 34

MGV-GENOME-0330899: 12,863-28,803 (+)

24 25 26

27

28
29

30

endolysin (CDS_0031)

PD-T4-9_C_WP_167919057.1 (CDS_0032)

33

PD-T4-9_A_WP_166231584.1 (CDS_0034)

Specificity_I_00025 Type (CDS_0035)

MGV-GENOME-0321252: 13,076-28,186 (+)

24 25 26

27

28
29

30

endolysin (CDS_0031)
PD-T4-9_C_WP_167919057.1 (CDS_0032)

33
PD-T4-9_A_WP_166231584.1 (CDS_0034)

MGV-GENOME-0211363: 12,862-28,381 (+)

24 25 26

27

28
29

30

endolysin (CDS_0031)

PD-T4-9_C_WP_167919057.1 (CDS_0032)

33

PD-T4-9_A_WP_166231584.1 (CDS_0034)

35 36

MGV-GENOME-4424915: 12,860-26,738 (+)

25 26 27

28

29
30

31

endolysin (CDS_0032)

PD-T4-9_C_WP_167919057.1 (CDS_0033)

uvig_39302: 12,864-33,676 (+)

23 24 25

26

27
28

29

endolysin (CDS_0030)

PD-T4-9_C_WP_167919057.1 (CDS_0031)

32

PD-T4-9_A_WP_166231584.1 (CDS_0033)

34
integrase (CDS_0035)

DNA polymerase (CDS_0036)

37

capH (CDS_0038)

39
40

41

OTU_3433: 12,917-32,296 (+)

24 25 26

27

28
29

30

endolysin (CDS_0031)

PD-T4-9_C_WP_167919057.1 (CDS_0032)

33

PD-T4-9_A_WP_166231584.1 (CDS_0034)

integrase (CDS_0035)

DNA polymerase (CDS_0036)

37

capH (CDS_0038)

39
40

41

MGV-GENOME-0257926: 13,186-34,951 (+)

26 27 28

29

30
31

32

endolysin (CDS_0033)

34 35

FS_HP_SDH_sah__SDH_sah (CDS_0036)

37 38
integrase (CDS_0039)

40

anti-SOS response (APIS102) (CDS_0041)
capH (CDS_0042)

43 44 49

SAMEA2737673_a1_ct1080: 12,258-30,164 (+)

24 25 26 27
28

29

endolysin (CDS_0030)
integrase (CDS_0031)

32

anti-SOS response (APIS102) (CDS_0033)

capH (CDS_0034)
capH (CDS_0035)

36
37

MGV-GENOME-0212873: 12,258-28,665 (+)

26 27 28 29
30

holin (CDS_0031)
endolysin (CDS_0032)

integrase (CDS_0033)
34 35

IMGVR_UViG_3300029194_000014|3300029194|Ga0168692_100285: 12,031-31,001 (+)

24 25 26 27
28

holin (CDS_0029)
endolysin (CDS_0030)

31 32

anti-SOS response (APIS102) (CDS_0033)

capH (CDS_0034)
35 36

anti-repressor Ant (CDS_0037)
38

39

9000 nt

DNA, RNA and nucleotide metabolism connector integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) tRNA


