
MGV-GENOME-0223153: 13,776-25,368 (+)

16 17 18
internal virion protein (CDS_0019)

20 21
22

23
24

25
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0026)

MGV-GENOME-0227643: 13,610-26,143 (+)

21

MGV-GENOME-0252712: 13,776-30,472 (+)

21

MGV-GENOME-0209454: 13,776-22,927 (+)

21 22

MGV-GENOME-0205211: 13,776-22,200 (+)

21

MGV-GENOME-0228581: 13,761-26,307 (+)

21 22

MGV-GENOME-0193114: 13,417-20,048 (+)

15 20

MGV-GENOME-0190470: 13,430-19,647 (+)

20

MGV-GENOME-0192964: 13,435-19,997 (+)

21

IMGVR_UViG_3300045988_010297|3300045988|Ga0495776_185976: 13,776-34,965 (+)

21 22 23

IMGVR_UViG_3300029681_000231|3300029681|Ga0245167_100222|75-40332: 13,788-33,537 (+)

21 22

MGV-GENOME-0305954: 13,737-33,981 (+)

holin 21 22

MGV-GENOME-0291962: 13,727-33,584 (+)

21 22

MGV-GENOME-0184920: 13,147-18,446 (+)

14 19

IMGVR_UViG_3300029623_000442|3300029623|Ga0245138_1000578|10168-52773: 13,781-35,882 (+)

21 22

Control_protein_00002 control (CDS_0023)
transposase (CDS_0024)

25

uvig_267173: 11,877-33,326 (+)

19 20 21
Control_protein_00002 control (CDS_0022)

23

IMGVR_UViG_3300029715_000026|3300029715|Ga0245215_1000684: 13,776-35,821 (+)

21 22
Control_protein_00002 control (CDS_0023)

24 25

MGV-GENOME-0301553: 13,776-37,568 (+)

21 22
Control_protein_00002 control (CDS_0023)

24 25

MGV-GENOME-0299555: 13,776-36,637 (+)

21 22
Control_protein_00002 control (CDS_0023)

24 beta-1 (CDS_0025)

Kang_0027_ST001_A_NODE_26_length_42346_cov_194.537561: 13,775-35,367 (+)

21 22 23
Control_protein_00002 control (CDS_0024)

transposase (CDS_0025)

IMGVR_UViG_3300045988_006398|3300045988|Ga0495776_071250: 13,776-35,234 (+)

21 22 23
Control_protein_00002 control (CDS_0024)

25

IMGVR_UViG_3300045988_005606|3300045988|Ga0495776_170915: 13,776-35,562 (+)

21 22
Control_protein_00002 control (CDS_0023)

24 25

MGV-GENOME-0281204: 13,763-35,754 (+)

21 22
Control_protein_00002 control (CDS_0023)

24 25

MGV-GENOME-0286832: 13,776-36,083 (+)

21 22
Control_protein_00002 control (CDS_0023)

24 25

IMGVR_UViG_3300045988_005372|3300045988|Ga0495776_157139: 13,776-35,817 (+)

21 22
Control_protein_00002 control (CDS_0023)

24 25

IMGVR_UViG_3300029557_000094|3300029557|Ga0245120_100456: 13,776-38,717 (+)

21 22

Control_protein_00002 control (CDS_0023)

24
kinase (CDS_0025)

26

IMGVR_UViG_3300029762_000170|3300029762|Ga0245183_100063|89768-135128: 13,776-38,639 (+)

21 22

Control_protein_00002 control (CDS_0023)
transposase (CDS_0024)

25 RecJ-like ssDNA exonuclease (CDS_0026)

MGV-GENOME-0279942: 13,767-35,448 (+)

21 22
Control_protein_00002 control (CDS_0023)

24

IMGVR_UViG_3300045988_018499|3300045988|Ga0495776_178211: 10,642-32,057 (+)

20 21
Control_protein_00002 control (CDS_0022)

23

MGV-GENOME-0279337: 13,776-35,376 (+)

21 22 23 24

MGV-GENOME-0275780: 13,776-34,404 (+)

21 22
Control_protein_00002 control (CDS_0023)

24

MGV-GENOME-0309912: 13,776-37,219 (+)

21 22

Control_protein_00002 control (CDS_0023)

24 25 26
27

IMGVR_UViG_3300045988_005784|3300045988|Ga0495776_110397: 13,780-34,887 (+)

21 22 23
Control_protein_00002 control (CDS_0024)

25

MGV-GENOME-0267693: 13,773-33,123 (+)

21 22
Control_protein_00002 control (CDS_0023)

24

IMGVR_UViG_3300045988_010411|3300045988|Ga0495776_001474: 13,776-35,362 (+)

22 23 24
Control_protein_00002 control (CDS_0025)

26

MGV-GENOME-0249478: 13,796-29,732 (+)

21 22 23
Control_protein_00002 control (CDS_0024)

25

uvig_519331: 13,776-35,367 (+)

21 22 23
Control_protein_00002 control (CDS_0024)

25

MGV-GENOME-0264598: 9,149-30,655 (+)

16 17
Control_protein_00002 control (CDS_0018)

19

MGV-GENOME-0248286: 13,820-29,741 (+)

21 22
Control_protein_00002 control (CDS_0023)

24

IMGVR_UViG_7000000171_000054|7000000171|SRS052697_LANL_scaffold_4602: 13,932-31,578 (+)

21 22
Control_protein_00002 control (CDS_0023)

transposase (CDS_0024)

MGV-GENOME-0214077: 3,516-25,051 (+)

12 13 14
Control_protein_00002 control (CDS_0015)

16

IMGVR_UViG_3300045988_009090|3300045988|Ga0495776_071222: 13,776-35,278 (+)

21 22 23
Control_protein_00002 control (CDS_0024)

25

MGV-GENOME-0258716: 13,776-31,498 (+)

21 22 23
Control_protein_00002 control (CDS_0024)

25

MGV-GENOME-0313804: 13,776-44,657 (+)

21 22
Control_protein_00002 control (CDS_0023)

24 25 26
Control_protein_00002 control (CDS_0027)

28

IMGVR_UViG_3300023497_000079|3300023497|Ga0257058_100302: 13,776-37,711 (+)

21 22

Control_protein_00002 control (CDS_0023)

24
25

26 27 translation elongation factor (CDS_0028)

IMGVR_UViG_3300045988_039788|3300045988|Ga0495776_177697: 13,776-39,059 (+)

21 22
Control_protein_00002 control (CDS_0023)

24 25 26 27 28

MGV-GENOME-0310181: 13,773-39,211 (+)

21 22

Control_protein_00002 control (CDS_0023)

24 25
FtsK/SpoIIIE-like protein (CDS_0026)

27 28

IMGVR_UViG_3300045988_005227|3300045988|Ga0495776_002137: 13,417-35,349 (+)

20 21 22 23
Control_protein_00002 control (CDS_0024)

25

IMGVR_UViG_3300045988_006372|3300045988|Ga0495776_126019: 13,430-31,498 (+)

20 21 22 23
Control_protein_00002 control (CDS_0024)

25

IMGVR_UViG_3300045988_006364|3300045988|Ga0495776_001345: 13,835-34,798 (+)

22 23 24
Control_protein_00002 control (CDS_0025)

transposase (CDS_0026)

MGV-GENOME-0277086: 13,780-34,743 (+)

21 22
Control_protein_00002 control (CDS_0023)

24

MGV-GENOME-0276946: 13,922-34,898 (+)

21 22
Control_protein_00002 control (CDS_0023)

24

uvig_588775: 13,830-35,143 (+)

23 2425
Control_protein_00002 control (CDS_0026)

transposase (CDS_0027)

MGV-GENOME-0281821: 13,752-35,988 (+)

21 22 23
Control_protein_00002 control (CDS_0024)

25 30 31

IMGVR_UViG_3300045988_002144|3300045988|Ga0495776_002655: 13,752-35,988 (+)

21 22 23
Control_protein_00002 control (CDS_0024)

25

MGV-GENOME-0278312: 13,673-35,408 (+)

21 22
Control_protein_00002 control (CDS_0023)

24 29

IMGVR_UViG_3300045988_005272|3300045988|Ga0495776_001427: 13,327-35,408 (+)

19
internal virion protein (CDS_0020)

22 23
Control_protein_00002 control (CDS_0024)

25

uvig_549434: 13,823-41,250 (+)

21 22

Control_protein_00002 control (CDS_0023)

24
transposase (CDS_0025)

26 27 28 29
30

31 32

IMGVR_UViG_3300045988_006363|3300045988|Ga0495776_170260: 13,776-35,674 (+)

21 22
Control_protein_00002 control (CDS_0023)

24 25

IMGVR_UViG_3300023497_000274|3300023497|Ga0257058_100302|146-40527: 13,776-33,889 (+)

21 22 DNA binding protein (CDS_0023)

MGV-GENOME-0233326: 13,758-26,350 (+)

21

IMGVR_UViG_3300029749_000212|3300029749|Ga0245202_1000617: 13,758-41,008 (+)

21 22

Control_protein_00002 control (CDS_0023)

24 25 26
retron_type_VI_hth_cluster2_1 (CDS_0027)

28 29 30

uvig_440092: 13,776-48,765 (+)

21 22

Control_protein_00002 control (CDS_0023)

transposase (CDS_0024)
25 26

HamB1_00017 DEAD-box (CDS_0027)
28

29 30 31
HNH endonuclease (CDS_0032)

transcriptional regulator (CDS_0033)

34 35

metallo-phosphoesterase (CDS_0036)

37

phosphoesterase (CDS_0038)

39
40

41 42

IMGVR_UViG_3300029436_000396|3300029436|Ga0243833_1000195|7309-52716: 13,776-38,430 (+)

21 22

Control_protein_00002 control (CDS_0023)

transposase (CDS_0024)
25

phosphoesterase (CDS_0026)

27
28

29 30

MGV-GENOME-0327812: 14,064-35,770 (+)

22 23
Control_protein_00002 control (CDS_0024)

25 27

IMGVR_UViG_3300045988_005109|3300045988|Ga0495776_027851: 15,612-36,248 (+)

21 22
Control_protein_00002 control (CDS_0023)

24 26

MGV-GENOME-0264308: 13,776-34,313 (+)

21 22
Control_protein_00002 control (CDS_0023)

24 anti-Thoeris (APIS043) (CDS_0029)

IMGVR_UViG_3300045988_129286|3300045988|Ga0495776_128292: 13,776-34,313 (+)

21 22
Control_protein_00002 control (CDS_0023)

24

MGV-GENOME-0344209: 16,146-35,576 (+)

20 21 22
Control_protein_00002 control (CDS_0023)

transposase (CDS_0024)

MGV-GENOME-0238509: 27,366-34,514 (-)

31
Control_protein_00002 control (CDS_0032)

3334

SAMN05414900_a1_ct92799_vs1: 13,845-27,533 (+)

21 22 23

Control_protein_00002 control (CDS_0024)
transposase (CDS_0025)

28

MGV-GENOME-0243182: 13,252-28,861 (+)

holin (CDS_0015) 20 21 22
Control_protein_00002 control (CDS_0023)

24

MGV-GENOME-0226604: 13,776-24,917 (+)

21 22 23

MGV-GENOME-0225224: 13,776-24,860 (+)

21 26

uvig_411727: 13,780-37,373 (+)

21 22 23 24
25

26 2728
capH (CDS_0029)

30 31 32 33
tet_protect-NCBIFAM tetracycline resistance ribosomal protection protein (NF012153.1) (CDS_0034)

IMGVR_UViG_3300008725_000024|3300008725|Ga0115670_1000572: 12,965-38,853 (+)

14 17 19 22 23
Control_protein_00002 control (CDS_0024)

25

Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0026)
27

28 29 30

MGV-GENOME-0290936: 12,989-37,769 (+)

21 22

Control_protein_00002 control (CDS_0023)

24
ATPase (CDS_0025)

26 27

uvig_520280: 24,474-40,449 (+)

44 45
46

47 48 49 50 51 52 53

10000 nt

DNA, RNA and nucleotide metabolism head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other transcription regulation

unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


