
IMGVR_UViG_3300029707_000376|3300029707|Ga0245244_100017|128406-167875: 31,829-38,440 (+)

25
replication initiation protein (CDS_0026)
anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0027)

28 29 30 31 32 33 34
replication initiation protein (CDS_0035)

36

uvig_170923: 30,948-36,831 (+)

26

phosphoadenosine phosphosulfate reductase (CDS_0027)

28
RNA-binding protein (CDS_0029)

30

MGV-GENOME-0256331: 27,784-33,156 (+)

23 24 26 27 28 29

uvig_502488: 29,962-37,849 (+)

26 27 28 29
RNA-binding protein (CDS_0030)

31 32 33

IMGVR_UViG_3300045988_135860|3300045988|Ga0495776_146808: 27,000-34,780 (+)

23 24 25 26 27 28 29 30 31

MGV-GENOME-0248222: 12,379-33,276 (+)

12

tail fiber protein (CDS_0013)

14
15

20 21 22 23 24 25 26 27

uvig_550917: 29,546-36,791 (+)

27 28 29 30

uvig_424357: 25,997-32,847 (+)

23 24 25 26

MGV-GENOME-0261880: 31,250-37,756 (+)

29 30 31 32

uvig_135568: 31,137-38,263 (+)

31 32 33 38

uvig_141142: 32,890-39,231 (+)

32 33 3435 36

uvig_540671: 30,456-36,509 (+)

29 30 31

IMGVR_UViG_3300029136_000220|3300029136|Ga0168747_100018|48202-84518: 30,846-35,287 (+)

29 30

IMGVR_UViG_3300029250_000292|3300029250|Ga0167474_1000052|109489-148573: 31,915-38,055 (+)

29
30

31 32

IMGVR_UViG_3300029735_000219|3300029735|Ga0245259_100055|44073-78965: 27,021-33,863 (+)

22 23 24 25

uvig_493438: 11,474-18,394 (+)

18
phosphoadenosine phosphosulfate reductase (CDS_0019)

20

uvig_128924: 34,511-41,639 (+)

33 34 35 36

IMGVR_UViG_3300029113_000238|3300029113|Ga0168853_100257|26249-65725: 31,573-38,447 (+)

28 29 30
31

32

uvig_310918: 27,559-33,800 (+)

25
RNA-binding protein (CDS_0026)

27 28 2930 31

IMGVR_UViG_3300045988_147426|3300045988|Ga0495776_175976: 30,579-36,664 (+)

27 28 29 30
31

32 33

IMGVR_UViG_3300045988_142926|3300045988|Ga0495776_125783: 30,545-37,559 (+)

MTase_II_00072 Type (CDS_0025)
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0026)

27 28 29 30

uvig_284713: 30,131-35,687 (+)

23
RNA-binding protein (CDS_0024)

25 28

8000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


