anti-SOS response (AP1S178) (CDS_0033)

PD-Lambda-1_ PD-Lambda-1 (CDS_0026) Sak4-like ssDNA annealing protein (CDS_0041)
tail assembly chaperone amidase (CDS_0024) transcriptional regulator (CDS_0029) mads_3 (CDS_0040)
distal tail protein Dit (CDS_0019) 22 30 3638
18 minor tail protein (CDS_0020) 21123 25 27 287—( 3132 ‘ 3435 3739 ‘ 42 43

MGV-GENOME-0285195: 10,125-36,648 (+)
anti-SOS response (AP1S178) (CDS_0032)
superinfection exclusion (CDS_0026)
HNH endonuclease (CDS_0027)
amidase (CDS_0024) ‘ 29
25 28 3031 3334 35
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IMGVR_UViG_3300029386_000370|3300029386|Ga0243981_1000120[94294-137939:10,171-36,364 (+)
anti-SOS response (APIS178) (CDS_0032)
superinfection exclusion (CDS_0026)

amidase (CDS_0024) 2T9
25 27 28 3031 3334 3537
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MGV-GENOME-0281549:10,170-35,484 (+)
anti-SOS response (AP1S178) (CDS_0033)
superinfection exclusion (CDS_0027)

30
amidase (CDS_0024) 25 26 28 29 3132 | 3435 36
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SAMN11031425_a1_ct2326:10,115-37,714 (+)

anti-SOS response (AP1S178) (CDS_0032)
superinfection exclusion (CDS_0025)

amidase (CDS_0023) 28
24 26 27 2930313334 35
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OTU_1584:9,728-36,114 (+)
replication initiation protein (CDS_0026)
anti-SOS response (AP1S178) (CDS_0035)
superinfection exclusion (CDS_0028)
HNH endonuclease (CDS_0029)
32
30313334 3637 38

amidase (CDS_0024)
tail assembly chaperone (CDS_0017) tail fiber protein (CDS_0020) 25

27
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IMGVR_UViG_3300023290_000269|3300023290|Ga0256628_100336|2-41492:9,826-35,933 (+)
anti-SOS response (APIS178) (CDS_0032)
superinfection exclusion (CDS_0027)
HNH endonuclease (CDS_0028)
amidase (CDS_0025) 31
26 2930 | 3334 35
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OTU_2037:10,547-34,407 (+)

superinfection exclusion (CDS_0026)
HNH endonuclease (CDS_0027)
amidase (CDS_0024) anti-SOS response (APIS178) (CDS_0031)
tail protein (CDS_0020) 30
minor tail protein (CDS_0019) 25 ZSE?T 3233 34
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OTU_1959:9,328-34,811 (+)
ParB-like partition protein (CDS_0025)
anti-SOS response (AP1S178) (CDS_0033)
amidase (CDS_0023) 30
17 24 | 26 27 2829 3132 3435 36
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IMGVR_UViG_3300045988_088121|3300045988|Ga0495776_071840:9,533-34,631 (+)
anti-SOS response (AP1S178) (CDS_0032)
amidase (CDS_0023) 29
24 25 26 27 283031 3334 35
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IMGVR_UViG_3300045988_119870|3300045988|Ga0495776_008066: 9,533-35,321 (+)
anti-SOS response (AP1S178) (CDS_0035)
32
amidase (CDS_0024) 2526 27 28 29 30 313334 3637 38

MGV-GENOME-0277296:9,314-36,145 (+)
mads_8 (CDS_0029) ABC transporter (VF0818) (CDS_0032) anti-SOS response (APIS178) (CDS_0044)
amidase (CDS_0027) 3335 41
amidase (CDS_0023) 24 25 28 30 31 T34 36 37 38 39404243 4546 47
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uvig_128450: 15,045-45,632 (+)
transcriptional repressor (CDS_0039)
superinfection exclusion (CDS_%37)

ABC transporter (VF0818) (CDS_0032) L
ABC transporter (CDS_0028) integrase (CDS_0036)  anti-SOS response (APIS178) (CDS_0043)
mads_8 (CDS_0029) 33 ?:YS 49
amidase (CDS 0027) 30 31 T34 38 4142 | 4445 46
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uvig_163058:13,876-46,414 (+)
anti-SOS response (APIS178) (CDS_0035)

24 31
tail chaperone protein (CDS_0016) 2223 25 26 27 28 2930323334 |3637 38
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uvig 536613:9,371-37,278 (+)
anti-SOS response (AP1S178) (CDS_0034)
superinfection exclusion (CDS_0028)
amidase (CDS_0025) 31
23 26 27 29 30 3233 3536 37 39
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IMGVR_UViG_3300045988_108790|3300045988|Ga0495776_027447:10,471-35,665 (+)

PDC-M69A WP_216276383.1 (CDS_0031)
anti-SOS response (API5178) (CDS_0030)
transcriptional regulator (CDS_0028)

amidase (CDS_0024) 32
25 26 27 29 | |33 34 40
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OTU_1962:10,388-35,528 (+)
transcriptional regulator (CDS_0029)
superinfection exclusion (CDS_&27)
anti-repressor (CDS_0024)  anti-SOS response (APIS178) (CDS_0031)
amidase (CDS_0026)

transcriptional repressor (CDS_0023) | 25 | 28 30| 32
[ N B I I N N N
MGV-GENOME-0273133:9,715-34,419 (+)
26
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MGV-GENOME-0250610: 11,312-29,873 (+)
anti-SOS response @I5132) (CDS_0026)
anti-SOS response (APIS178) (CDS_0029)

amidase (CDS_0023) 28
24 25 | 27 T 30
crC o ;& 4 & " /] |

MGV-GENOME-0267016:9,730-33,395 (+)
anti-SOS response (AP1S178) (CDS_0028)
amidase (CDS_0023)
24
k52627 | 29
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IMGVR_UViG_3300045988 082329|3300045988|Ga0495776_170905:9,778-30,992 (+)

anti-SOS response (AP1S132) (CDS_0027)
anti-SOS reTponse (AP1S178) (CDS_0030)
PD-Lambda-1_PD-Lambda-1 (CDS_0026)
amidase (CDS_0024) 29
25 28] | 31
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IMGVR_UViG_3300045988_107084|3300045988|Ga0495776_109777:9,886-34,953 (+)
anti-SOS response (AP1S178) (CDS_0041)
transcriptional repressor (CDS_0037)
amidase (CDS_0025) DNA methyltransferase (CDS_0032) 38 ‘
2627 28 29 30 31 33 34 35 36 | 3940 42
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uvig_492679:10,971-41,274 (+)

superinfection exclusion (CDS_0028)
amidase (CDS_0024) HNH endonuclease (CDS_0029)

26 32
25] 27 30 313334 35
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IMGVR_UViG_3300045988_089070|3300045988|Ga0495776_055683: 10,153-35,734 (+)
25
amidase (CDS_0022) 2324 | 26 27
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IMGVR_UViG_3300045988_119358|3300045988|Ga0495776_044715:9,761-31,020 (+)

anti—repressoTr (CDS_0026)
amidase (CDS_0025) 2728 29

I -
uvig_156075:10,971-30,126 (+)

2627 28 30 DNA primase (CDS_0035)

- O
MGV-GENOME-0251121:21,808-32,790 (+)
anti-SOS response (AP1S132) (CDS_0033)
FS_Sma_Sma (CDS_0032)

amidase (CDS_0026) 30 capH (CDS_0034)
endolysin (CDS_0023) 27 2829 31 | | T35 363738 39
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SAMEA1906554 al ct11417_vs1:13,434-39,990 (+)
PD-Lambda-1_ PD-Lambda-1 (CDS_0027)
amidase (CDS_0023) 31
24 25 26 28 29 30 323334 35
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IMGVR_UViG_3300029610_000014|3300029610|Ga0245132_100547:9,500-37,111 (+)

PD-Lambda-1__ PD-Lambda-1 (CDS_0026)

amidase (CDS_0023) 30
24 25 27 28 29 313233 34
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MGV-GENOME-0280978:9,500-35,743 (+)
3738
L1 I, R, W —
MGV-GENOME-0288525:31,039-38,414 (+)
35
AL O R, S —
IMGVR_UViG_3300045988_081729|3300045988|Ga0495776_002513: 30,789-38,165 (+)
[ 10000 nt i
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defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS)




