
IMGVR_UViG_2861084961_000002|2861084961|2861084961|837054-884220: 29,934-40,658 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS109) (CDS_0034)

RecT-like ssDNA annealing protein (CDS_0035)
Gam anti-RecBCD (APIS092) (CDS_0036)

Kil protein for bacterial septation inhibition (CDS_0037)

CIII anti-termination (CDS_0038)

39 40
unknown function (CDS_0041)

42 43 44 45 46

CII-like transcriptional activator (CDS_0047)

replication initiation O-like (CDS_0048)
49

Ren-like exclusion protein (CDS_0050)

NinB/ Orf homologous recombination mediator (CDS_0051)

oMTase_00010 orphan (CDS_0052)

IMGVR_UViG_2531839006_000008|2531839006|2531841516|24087-68503: 29,112-37,906 (+)

exonuclease
unknown function (CDS_0036)

37 38 39 40 41 CII-like transcriptional activator (CDS_0042)

uvig_591421: 22,071-29,978 (+)

Ral anti-RM (APIS009) (CDS_0037)
SieB superinfection exclusion (CDS_0038)

39
BstA abortive infection system (CDS_0040)

41 42 CII-like transcriptional activator (CDS_0043)

TemPhD_cluster_59550: 31,223-40,444 (+)

Ral anti-RM (APIS009) (CDS_0040)
SieB superinfection exclusion (CDS_0041)

42
BstA abortive infection system (CDS_0043)

44 45 CII-like transcriptional activator (CDS_0046)

TemPhD_cluster_40355: 31,900-41,073 (+)

Ral anti-RM (APIS009) (CDS_0041)
SieB superinfection exclusion (CDS_0042)

43 BstA__BstA (CDS_0044) 45 46 CII-like transcriptional activator (CDS_0047)

IMGVR_UViG_2541047938_000001|2541047938|2541179381|24329-68678: 27,615-36,841 (+)

Ral anti-RM (APIS009) (CDS_0035)
SieB superinfection exclusion (CDS_0036)

37 38 39 40 CII-like transcriptional activator (CDS_0041)

NC_049955.1: 29,515-39,051 (+)

Ral anti-RM (APIS009) (CDS_0040)
SieB superinfection exclusion (CDS_0041)

42

RexAB__RexB Membrane-anchored ion channel, Abi component (CDS_0043)

RexA (CDS_0044) 45 46 CII-like transcriptional activator (CDS_0047)

IMGVR_UViG_2778261093_000002|2778261093|2778278471|15650-60553: 28,445-36,839 (+)

Ral anti-RM (APIS009) (CDS_0037)
SieB superinfection exclusion (CDS_0038)

39 40 41 CII-like transcriptional activator (CDS_0042)

TemPhD_cluster_47838: 31,448-39,841 (+)

SieB superinfection exclusion (CDS_0037) 38
transcriptional repressor (CDS_0039)

transcriptional repressor (CDS_0040)

CII-like transcriptional activator (CDS_0041)

TemPhD_cluster_49730: 28,716-36,023 (+)

46 48 49 retron_type_VI_hth_cluster2_1 (CDS_0050)

MGV-GENOME-0225316: 17,890-26,232 (+)

31 32 33 34
retron_type_VI_hth_cluster2_1 (CDS_0035)

CII-like transcriptional activator (CDS_0036)

IMGVR_UViG_2531839129_000021|2531839129|2531864034|132016-171478: 25,753-33,123 (+)

SieB superinfection exclusion (CDS_0043)

TemPhD_cluster_40726: 30,298-38,710 (+)

Ral anti-RM (APIS009) (CDS_0038)
SieB superinfection exclusion (CDS_0039)

40 41 42 43
retron_type_VI_hth_cluster2_1 (CDS_0044)

CII-like transcriptional activator (CDS_0045)

TemPhD_cluster_23363: 31,900-40,308 (+)

Ral anti-RM (APIS009) (CDS_0041)
SieB superinfection exclusion (CDS_0042)

43 44 45
retron_type_VI_hth_cluster2_1 (CDS_0046)

CII-like transcriptional activator (CDS_0047)

IMGVR_UViG_2851949629_000002|2851949629|2851949629|125447-177289: 30,292-44,659 (+)

36 37 38 39 40

CII-like transcriptional activator (CDS_0041)
replication initiation O-like (CDS_0042)

transposase (CDS_0043)
transposase (CDS_0044)

transposase (CDS_0045)

transposase (CDS_0046)

transposase (CDS_0047)
transposase (CDS_0048)

49

replication initiation O-like (CDS_0050)

55

TemPhD_cluster_25429: 31,900-41,333 (+)

41
Ral anti-RM (APIS009) (CDS_0042)

superinfection exclusion (CDS_0043)
anti-termination protein N-like (CDS_0044)

45
transcriptional repressor (CDS_0046)

47 CII-like transcriptional activator (CDS_0048)

uvig_580478: 13,970-21,553 (+)

superinfection exclusion (CDS_0025)

anti-termination protein N-like (CDS_0026)

27
transcriptional regulator (CDS_0028)

CII-like transcriptional activator (CDS_0029)

IMGVR_UViG_2909262264_000002|2909262264|2909262264|1110817-1151854: 28,294-36,630 (+)

Ral anti-RM (APIS009) (CDS_0048)

Nun-like transcription termination factor (CDS_0049)

50 51

transcriptional regulator (CDS_0052)

CII-like transcriptional activator (CDS_0053) NinG/ Rap DNA junction specific endonuclease (CDS_0058)

TemPhD_cluster_41735: 30,601-38,268 (+)

Ral anti-RM (APIS009) (CDS_0047)
48 49

transcriptional regulator (CDS_0050)

CII-like transcriptional activator (CDS_0051)

IMGVR_UViG_2861038214_000004|2861038214|2861038214|3185597-3237350: 34,085-43,601 (+)

Ral anti-RM (APIS009) (CDS_0044)

superinfection exclusion (CDS_0045)

anti-termination protein N-like (CDS_0046)

PDC-M24B_WP_194058944.1 (CDS_0047)
48 49 50 CII-like transcriptional activator (CDS_0051)

IMGVR_UViG_2526164599_000004|2526164599|2526180076|73980-117573: 22,098-34,936 (+)

32
DrmD_00013 DrmD (CDS_0033)

Ral anti-RM (APIS009) (CDS_0037)

superinfection exclusion (CDS_0038)

anti-termination protein N-like (CDS_0039)

PDC-M24B_WP_194058944.1 (CDS_0040)
41 42 43

CII-like transcriptional activator (CDS_0044)

49 50

IMGVR_UViG_2541047917_000003|2541047917|2541178279|77-45426: 25,271-36,866 (+)

Ral anti-RM (APIS009) (CDS_0037)
superinfection exclusion (CDS_0038)

anti-termination protein N-like (CDS_0039)

40 41 42 43

CII-like transcriptional activator (CDS_0044)

45
DrmD_00013 DrmD (CDS_0046)

47

NC_049954.1: 30,788-40,630 (+)

41

Ral anti-RM (APIS009) (CDS_0042)
superinfection exclusion (CDS_0043)

anti-termination protein N-like (CDS_0044)

45 46 47 48 CII-like transcriptional activator (CDS_0049)

IMGVR_UViG_2606217118_000001|2606217118|2606219526: 28,142-36,929 (+)

Ral anti-RM (APIS009) (CDS_0038)
superinfection exclusion (CDS_0039)

anti-termination protein N-like (CDS_0040)

41 42 43 44 CII-like transcriptional activator (CDS_0045)

IMGVR_UViG_2547132421_000004|2547132421|2547273750|100747-148295: 30,416-39,039 (+)

37
Ral anti-RM (APIS009) (CDS_0038)

anti-termination protein N-like (CDS_0039)

40 41 42 43 CII-like transcriptional activator (CDS_0044)

IMGVR_UViG_2531839329_000011|2531839329|2531887681|3-43243: 26,104-35,248 (+)

31
Ral anti-RM (APIS009) (CDS_0032)

anti-termination protein N-like (CDS_0033)

34 35 36 37
CII-like transcriptional activator (CDS_0038)

43

IMGVR_UViG_2627854066_000008|2627854066|2627912721|752449-798046: 29,324-38,627 (+)

Ral anti-RM (APIS009) (CDS_0039)
superinfection exclusion (CDS_0040)

anti-termination protein N-like (CDS_0041)

42 43 44 45

CII-like transcriptional activator (CDS_0046)

replication initiation O-like (CDS_0047)
replication initiation O-like (CDS_0048)

TemPhD_cluster_40666: 30,554-39,215 (+)

39

anti-termination protein N-like (CDS_0040)
toxin (CDS_0041)

42 43 44 CII-like transcriptional activator (CDS_0045)

IMGVR_UViG_2778261353_000008|2778261353|2778302619|37195-80948: 26,856-36,006 (+)

35

Ral anti-RM (APIS009) (CDS_0036)
anti-termination protein N-like (CDS_0037)

38
FS_HP_SDH_sah__SDH_sah (CDS_0039)

40 41 CII-like transcriptional activator (CDS_0042)

5000 nt

DNA, RNA and nucleotide metabolism integration and excision moron, auxiliary metabolic gene and host takeover other transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC) anti-defence (dbAPIS)


