
SRS045004_a1_ct28272_vs01: 1-6,156 (+)

1 2 3 4 5
tRNA-Gln(TTG)

6 7 8 9

MGV-GENOME-0356901: 69,863-74,813 (-)

103104

uvig_148599: 131-13,330 (+)

cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NF033135.1) (CDS_0001)
2 3 4 5 6 7

IMGVR_UViG_2873690578_000005|2873690578|2873690600|88010-196825: 1,605-12,469 (+)

2
protease (CDS_0003)

4

RelE-like toxin (CDS_0005)

6 7
nucleotide-sugar epimerase (CDS_0008)

9 10

IMGVR_UViG_7000000186_000198|7000000186|SRS022524_Baylor_scaffold_47175|1943-109698: 1,605-11,392 (+)

8 9 10

IMGVR_UViG_3300029368_000136|3300029368|Ga0243967_100018|45160-152596: 1,350-12,259 (+)

5
RelE-like toxin (CDS_0006)

nucleotide-sugar epimerase (CDS_0009)

10 11

SRS014235_a1_ct35220_vs1: 1,605-18,454 (+)

8 9 10 11 12 13 14

IMGVR_UViG_3300045988_141207|3300045988|Ga0495776_181722: 1,374-10,847 (+)

8 9

IMGVR_UViG_3300007650_000222|3300007650|Ga0105532_100042|255-105015: 1,374-9,356 (+)

8

IMGVR_UViG_7000000498_000365|7000000498|SRS017521_Baylor_scaffold_16335|15097-118524: 1,605-9,587 (+)

8

IMGVR_UViG_3300045988_144403|3300045988|Ga0495776_174107: 1,605-10,992 (+)

8 9 10 11

IMGVR_UViG_3300008722_000408|3300008722|Ga0113880_1000027|65649-166984: 1-8,169 (+)

1 7

IMGVR_UViG_3300045988_154723|3300045988|Ga0495776_174722: 1,605-9,307 (+)

8

MGV-GENOME-0369945: 1-7,676 (+)

5 RelE-like toxin (CDS_0006)

MGV-GENOME-0374575: 1,605-25,815 (+)

8 9 10 11 12 13 14 15 16 17 18 19 20
21

22

23 24

anti-CRISPR-Cas (AcrIIA9) (CDS_0025)

2627 28 29 30

MGV-GENOME-0374208: 1,605-21,871 (+)

8 9 10 11 12 13 14 15
16

17

18 19

anti-CRISPR-Cas (AcrIIA9) (CDS_0020)

2122 23 24 25

9000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


