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cmx_cmrA-NCBIFAM Cmx/CmrA family chloramphenicol efflux MFS transporter (NFO33135.1) (CDS_0001)
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anti-CRISPR-Cas (AcrlIA9) (CDS_0020)
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MGV-GENOME-0374208: 1,605-21,871 (+)
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