
IMGVR_UViG_3300029111_000004|3300029111|Ga0168815_100215: 67,757-79,454 (+)

81 82 83 84 85 86 87 88 89 90 91
RM_Type_II__Type_II_MTases_FAM_0 (CDS_0092)

93 94

uvig_147359: 67,757-78,568 (+)

88 89

uvig_327733: 21,780-33,103 (+)

33 38 41 43 44 46

IMGVR_UViG_3300029220_000003|3300029220|Ga0168707_100130: 67,468-78,358 (+)

88 90

uvig_262385: 68,812-79,388 (+)

87 89

uvig_251660: 67,019-78,376 (+)

89 92

IMGVR_UViG_3300045988_152305|3300045988|Ga0495776_003694: 67,235-78,076 (+)

88

uvig_103324: 70,042-81,303 (+)

91

MGV-GENOME-0351322: 68,349-79,066 (+)

91

IMGVR_UViG_3300045988_157431|3300045988|Ga0495776_049009: 70,056-80,517 (+)

89 90

IMGVR_UViG_3300045988_169974|3300045988|Ga0495776_100371: 68,620-76,145 (+)

82 89 90

IMGVR_UViG_3300045988_151085|3300045988|Ga0495776_137083: 67,713-77,918 (+)

87

uvig_261896: 16,763-27,592 (+)

34 37

uvig_108201: 69,014-78,982 (+)

88 91 92

uvig_543589: 16,781-28,158 (+)

36 39 40

uvig_206725: 69,370-80,007 (+)

94 95

uvig_230093: 41,680-52,084 (+)

64 65

IMGVR_UViG_3300045988_170269|3300045988|Ga0495776_017218: 67,956-78,345 (+)

83 88 89 90

MGV-GENOME-0353069: 69,655-81,478 (+)

91 94

MGV-GENOME-0352381: 68,347-80,487 (+)

88

MGV-GENOME-0351416: 66,669-79,204 (+)

86 88

MGV-GENOME-0352018: 20,495-30,528 (+)

39

uvig_144196: 66,143-77,618 (+)

88 90

MGV-GENOME-0350697: 66,949-78,278 (+)

87

MGV-GENOME-0352260: 69,180-80,329 (+)

89 92 94

MGV-GENOME-0352829: 69,221-81,145 (+)

91

MGV-GENOME-0349745: 66,490-77,098 (+); 1-4,516 (+)

1 2 head maturation protease (CDS_0003)92 93

MGV-GENOME-0351845: 17,103-31,666 (+)

37

IMGVR_UViG_3300039336_000093|3300039336|Ga0169848_00155: 16,846-30,148 (+)

36 38

uvig_106279: 17,151-33,349 (+)

38 39 HNH endonuclease (CDS_0044)

IMGVR_UViG_3300045988_161669|3300045988|Ga0495776_017300: 70,068-80,544 (+); 1-5,545 (+)

terminase large subunit (CDS_0001)89 90

IMGVR_UViG_3300045988_150483|3300045988|Ga0495776_017228: 69,145-79,821 (+)

89 95

MGV-GENOME-0349140: 66,422-76,297 (+)

84 88

MGV-GENOME-0351193: 69,434-78,868 (+)

91

OTU_370: 15,994-26,175 (+)

32 33 34 35 38

IMGVR_UViG_3300045988_174377|3300045988|Ga0495776_031841: 17,376-28,108 (+)

35 39

uvig_118030: 17,352-27,809 (+)

39 41

SAMEA2580216_b1_ct3: 17,376-28,060 (+)

39

uvig_305447: 68,593-79,536 (+)

88 91 92 93

MGV-GENOME-0351462: 67,809-77,911 (+)

85 86 87 88

IMGVR_UViG_3300045988_156624|3300045988|Ga0495776_118275: 67,464-75,680 (+)

85 86

IMGVR_UViG_3300045988_132547|3300045988|Ga0495776_017361: 67,113-77,535 (+)

85 86 87 90

IMGVR_UViG_3300045988_133835|3300045988|Ga0495776_017325: 67,804-79,641 (+)

83 84 85

MGV-GENOME-0349462: 15,992-27,517 (+)

32 33 34

MGV-GENOME-0353380: 69,258-80,711 (+)

85 86 87

MGV-GENOME-0350874: 65,984-77,206 (+)

85 86 87

IMGVR_UViG_3300045988_158016|3300045988|Ga0495776_137272: 65,634-77,255 (+)

84 85 86 87 90

uvig_567602: 67,312-78,128 (+)

88 89 90 93

IMGVR_UViG_3300045988_125669|3300045988|Ga0495776_003771: 66,792-77,220 (+)

83 84 85

uvig_557505: 68,193-79,374 (+)

92

MGV-GENOME-0351219: 67,136-77,643 (+)

86 87 88

IMGVR_UViG_3300045988_145617|3300045988|Ga0495776_031607: 67,136-77,643 (+)

86 87 88

IMGVR_UViG_3300045988_138340|3300045988|Ga0495776_031537: 66,728-77,389 (+)

87 88 89 93

uvig_554103: 19,954-30,709 (+)

37 38 39

MGV-GENOME-0353397: 70,185-80,723 (+)

86 87 88

uvig_547001: 19,865-30,483 (+)

36 37 38 39

IMGVR_UViG_3300006523_000005|3300006523|Ga0101039_100180: 69,270-79,260 (+)

86

uvig_305063: 65,772-76,560 (+)

85 86 87

MGV-GENOME-0349675: 64,730-75,486 (+)

84 85 86

IMGVR_UViG_3300045988_144243|3300045988|Ga0495776_031547: 66,283-77,272 (+)

86 87 88

uvig_24842: 69,658-80,401 (+)

89 90 91

uvig_150623: 77,326-88,497 (+)

89 90 91 92

IMGVR_UViG_3300045988_158163|3300045988|Ga0495776_049059: 68,027-79,308 (+)

87 88 89

IMGVR_UViG_3300045988_173417|3300045988|Ga0495776_031665: 66,515-77,732 (+)

86 87 88

IMGVR_UViG_3300045988_160140|3300045988|Ga0495776_017317: 19,903-29,497 (+)

36 37 38

uvig_124112: 19,913-29,529 (+)

36 37 38

IMGVR_UViG_3300045988_137296|3300045988|Ga0495776_137230: 67,910-76,992 (+)

86 87 88

MGV-GENOME-0351791: 68,168-78,288 (+)

83 84 85

MGV-GENOME-0351450: 66,749-77,800 (+)

87 88 89 90

uvig_567980: 67,515-78,428 (+)

87 88 89

uvig_220884: 30,358-41,123 (-)

46474849

uvig_170207: 19,813-30,804 (+)

36 37 38 39 40

IMGVR_UViG_3300045988_155179|3300045988|Ga0495776_017290: 68,673-78,939 (+)

86 87 88

MGV-GENOME-0350964: 67,163-77,185 (+)

85 86 87

MGV-GENOME-0350718: 66,531-76,869 (+)

88 89 90

IMGVR_UViG_3300045988_173103|3300045988|Ga0495776_003614: 65,801-76,121 (+)

86 87 88 89

IMGVR_UViG_3300007043_000010|3300007043|Ga0102536_100214: 67,732-78,118 (+)

87 88 89

uvig_166024: 58,950-69,385 (+)

77 78

MGV-GENOME-0352519: 16,011-26,467 (+)

32 33

MGV-GENOME-0351463: 67,831-77,822 (+)

86 87

IMGVR_UViG_3300045988_156106|3300045988|Ga0495776_017373: 15,990-25,005 (+)

32 33

IMGVR_UViG_3300045988_136597|3300045988|Ga0495776_003673: 19,965-29,320 (+)

36 37

IMGVR_UViG_3300045988_162889|3300045988|Ga0495776_137043: 67,111-76,367 (+)

87 88 89 90

IMGVR_UViG_3300045988_154987|3300045988|Ga0495776_049089: 68,686-79,395 (+)

84 85 86 87

MGV-GENOME-0352409: 68,408-79,097 (+)

86

MGV-GENOME-0351777: 67,689-78,233 (+)

84

uvig_392601: 69,298-79,923 (+)

89 90 91

IMGVR_UViG_3300045988_142794|3300045988|Ga0495776_017236: 16,507-26,592 (+)

33 34

uvig_437813: 68,857-77,432 (+)

84

IMGVR_UViG_3300029208_000008|3300029208|Ga0168729_100180: 67,733-77,189 (+)

83

MGV-GENOME-0352147: 68,354-78,738 (+)

88 89 90

MGV-GENOME-0316897: 41,757-51,329 (+)

62

IMGVR_UViG_3300045988_125344|3300045988|Ga0495776_048985: 67,883-78,997 (+)

85 86 87

MGV-GENOME-0349580: 65,903-75,507 (+)

87 88

IMGVR_UViG_3300045988_156691|3300045988|Ga0495776_003886: 65,903-75,507 (+)

87 88

IMGVR_UViG_3300045988_129389|3300045988|Ga0495776_031696: 19,902-30,184 (+)

36 37 38

IMGVR_UViG_3300045988_169671|3300045988|Ga0495776_017304: 14,914-26,502 (+)

27 31 32 34 35 36

MGV-GENOME-0351538: 67,947-79,352 (+)

88 90 91

IMGVR_UViG_3300045988_160226|3300045988|Ga0495776_017437: 67,947-79,352 (+)

90 91

IMGVR_UViG_3300045988_162284|3300045988|Ga0495776_100130: 17,633-25,988 (+)

34 35 36

MGV-GENOME-0353112: 21,494-32,707 (+)

40

IMGVR_UViG_3300045988_162219|3300045988|Ga0495776_031700: 68,706-79,268 (+)

89

MGV-GENOME-0351495: 68,742-79,318 (+); 1-4,013 (+)

89

MGV-GENOME-0351421: 68,651-79,213 (+)

90 92

uvig_110075: 20,738-32,225 (+)

37 40 41

IMGVR_UViG_3300029102_000004|3300029102|Ga0169175_100130: 20,738-32,219 (+)

39 40

IMGVR_UViG_3300007296_000008|3300007296|Ga0104830_100190: 68,289-79,263 (+)

85 88

Norman_125_NODE_6_length_80366_cov_514.475526: 69,080-80,352 (+)

88 89 93

uvig_528320: 20,726-32,130 (+)

39

MGV-GENOME-0349850: 66,609-77,214 (+)

89 90

uvig_13779: 21,653-38,664 (+)

43 44

MGV-GENOME-0350935: 66,408-78,553 (+)

85 87 89 90 91

IMGVR_UViG_3300045988_156909|3300045988|Ga0495776_003760: 67,422-78,466 (+); 1-5,518 (+)

92 93 94 95

IMGVR_UViG_3300008640_000001|3300008640|Ga0111422_100167: 68,673-79,329 (+); 1-5,518 (+)

89 90 91 92

IMGVR_UViG_3300045988_158711|3300045988|Ga0495776_137297: 18,748-35,327 (+)

37 38 39

uvig_56316: 67,569-77,804 (+)

85 86 89 90 91

MGV-GENOME-0299721: 38,974-46,547 (+)

60 64 65

IMGVR_UViG_3300045988_153702|3300045988|Ga0495776_017172: 18,804-31,166 (+)

32 36 37 38

MGV-GENOME-0351353: 14,914-25,041 (+)

28 32 33
34

38

MGV-GENOME-0340900: 60,375-66,344 (+)

70

MGV-GENOME-0340959: 59,271-66,408 (+)

69

6000 nt

DNA, RNA and nucleotide metabolism head and packaging unknown function defence (DefenseFinder)


