
uvig_307793: 313-9,370 (+)

2 3

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0004)

5 6 7 8
DNA methyltransferase (CDS_0009)

10 11 12 13 14

uvig_133490: 3,541-12,484 (-)

1112

uvig_153195_: 3,260-12,332 (-)

111217

uvig_155843: 434-9,361 (+)

8 9

uvig_390095: 3,561-12,478 (-)

1112

uvig_245366: 3,562-12,642 (-)

1112

MGV-GENOME-0076145: 559-9,688 (+)

10 11 12

uvig_202521: 3,555-12,391 (-)

12

uvig_264929: 471-10,016 (+)

8 9

uvig_543386: 3,849-12,536 (-)

1112

uvig_88776: 3,020-13,212 (-)

phosphoadenosine phosphosulfate reductase (CDS_0011)12131420

uvig_213748: 3,637-12,822 (-)

111213

uvig_40946: 282-8,973 (+)

3 8 9

uvig_52698: 3,909-12,653 (-)

910

uvig_208021: 3,235-12,537 (-)

111213

uvig_47775: 1,030-10,183 (+)

9 DNA methyltransferase (CDS_0010)

SAMN00792099_b1_ct89_vs02: 3,178-12,415 (-)

121314

uvig_422914: 3,726-12,435 (-)

1112

uvig_302685: 3,168-12,249 (-)

1213

uvig_115494: 557-9,556 (+)

9 10

uvig_377609: 401-10,248 (+)

8 9 RM_Type_II__Type_II_MTases_FAM_0 (CDS_0010)

uvig_66333: 3,432-12,496 (-)

111213

uvig_152718_: 406-9,561 (+)

8 9 10

uvig_273809: 3,606-12,659 (-)

111213

uvig_422092: 592-9,725 (+)

10 11 12

uvig_113574: 435-9,727 (+)

4 8 9

uvig_26155: 286-10,429 (+)

4 7 8

Rampelli_20002_NODE_823_length_13117_cov_3.901393: 304-9,765 (+)

6 7 8 9

uvig_25271: 3,962-13,043 (-)

101112

uvig_207502: 3,437-13,025 (-)

111213

uvig_194747: 284-9,815 (+)

7 8
phosphoadenosine phosphosulfate reductase (CDS_0009)

10

MGV-GENOME-0082420: 563-10,262 (+)

8 9 phosphoadenosine phosphosulfate reductase (CDS_0010)

uvig_182797: 501-6,456 (-)

56

uvig_398997: 3,604-12,358 (-)

111215

uvig_5494: 6,219-12,548 (-)

1215

4000 nt

moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) anti-defence (dbAPIS)


