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MGV-GENOME- 0317072 1,585-25,300 (+)

major head protein (CDS_0005)
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terminase large subunit (CDS_0001)
2 3 4 5 67 8 9 10 11 12 13 14 15 HNH endonuclease (CDS_0016)
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MGV-GENOME-0297265: 1-19,770 (+)
terminase large subunit (CDS_0001)
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DNA polymerase (CDS_0055)
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head maturation protease (CDS_0003) 13
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MGV-GENOME- 0303991 1,585-20,604 (+)
iy DNA polymerase (CDS_0017)
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uvig_81619:1,535-20,604 (+)

DNA polymerase (CDS_0025)
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7 8 910 11 12 131415 16 17 18 19 HNH endonuclease (CDS_0020)
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DNA polymerase (CDS_0012)
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7 8 9 10 11 HNH endonuclease (CDS_0012)
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10
7 8 911 12 HNH endonuclease (CDS_0013)

MGV-GENOME-0287702:2,522-17,174 (+
major head protein (CDS_0005)
DNA polymerase (CDS_0007)
) "HNH endonuclease (CDS_0008)
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MGV-GENOME-0278235:2,522-15,206 (+)
13 17 23 27
7 8 910 11 12 [141516] 18 19 20 21 22 J24 25 26] 28 'HNH endonuclease (CDS_0029)

MGV-GENOME-! 0332193 1,535-31,664 (+)
10000 nt {
DNA, RNA and nucleotide metabolism head and packaging other unknown function tRNA
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