
SAMEA2737717_a1_ct4028: 120,699-136,945 (+)

189 RNA ligase (CDS_0190) tRNA-Leu(CAA)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0191)

192
193

194 195 196 197 198

phosphoadenosine phosphosulfate reductase (CDS_0199)
phosphoadenosine phosphosulfate reductase (CDS_0200)

201 202
RecJ-like ssDNA exonuclease (CDS_0203)

MGV-GENOME-0376405: 29,432-45,678 (-)

67

IMGVR_UViG_3300029361_000342|3300029361|Ga0243815_1000031|89107-226648: 117,022-132,655 (+)

176 179

MGV-GENOME-0375083: 31,207-46,700 (-)

6469

IMGVR_UViG_3300045988_092559|3300045988|Ga0495776_156787: 70,336-79,163 (-)

838587

IMGVR_UViG_3300029113_000198|3300029113|Ga0168853_100038|3658-147067: 88,462-103,706 (+)

127 128
HNH endonuclease (CDS_0129) DNA methyltransferase (CDS_0131)

134

IMGVR_UViG_3300045988_101017|3300045988|Ga0495776_174218: 30,626-45,870 (-)

61

IMGVR_UViG_7000000736_000189|7000000736|SRS014235_WUGC_scaffold_38266: 13,082-24,490 (-)

metallo-phosphoesterase (CDS_0020)21phosphoheptose isomerase (CDS_0022)25phosphoadenosine phosphosulfate reductase (CDS_0027)

SRS014235_a1_ct25459_vs1: 95,966-107,371 (+)

phosphoadenosine phosphosulfate reductase (CDS_0131)

IMGVR_UViG_3300008725_000468|3300008725|Ga0115670_1000053|22506-152550: 94,218-105,262 (+)

132 138

IMGVR_UViG_3300029443_000386|3300029443|Ga0243848_1000012|141477-273510: 74,886-86,218 (-)

phosphoheptose isomerase (CDS_0092)phosphoadenosine phosphosulfate reductase (CDS_0096)

SAMEA2737740_a1_ct13268_vs1: 36,360-47,763 (-)

DNA methyltransferase (CDS_0067)68HNH endonuclease (CDS_0069)MazF-like growth inhibitor (CDS_0072)73

6000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) tRNA pseudogene


