80 81 8283 84 85 86 recD_IV-D_1(CDS_0087) 88 DNA polymerase (CDS_0089)

phosphoheptose isomerase (CDS_0092)
RecJ-like ssDNA exonuclease (CDS_0093)
90 91 | DNA primase
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IMGVR_UViG_3300029443 000386|3300029443|Ga0243848_1000012(141477-273510: 65,876-78,158 (+)
140

K l

L ——————————————————————
IMGVR_UViG_3300045988_085291|3300045988|Ga0495776_176355:105,348-118,419 (-)
HNH endonuclease (CDS_0084) 85

DNA primase (CDS_0093)
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IMGVR_UViG_3300029777_000247|3300029777|Ga0243715_1000012|85085-221970: 68,622-82,453 (+)

88 89 94 98 DNA polymerase (CDS_0099)
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MGV-GENOME-0377249: 66,365-76,509 (+)
84 88

phosphoheptose isomerase (CDS_0092)
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————————
MGV-GENOME-0375183:61,345-72,343 (+)
92 97 98

O 0 O O S o S

MGV-GENOME-0374581: 65.470-76,242 (+)
172 170169 168
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IMGVR_UViG_3300045988_099419|3300045988|Ga0495776_174142:102,646-113,421 (-)
83 84

O 0 O O O O s - GO .

IMGVR_UViG_3300045988_067852|3300045988|Ga0495776_052852: 60,229-71,143 (+)

93 94

100
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IMGVR_UViG_3300029514_000142|3300029514|Ga0244787_100073[19789-148743:62,761-73,676 (+)
151 150
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IMGVR _UViG_3300045988_123253|3300045988|Ga0495776_168666:104,604-117,953 (-)
46 DNA polymerase (CDS_0049)
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1
IMGVR_UViG_3300030319_000332|3300030319|Ga0244979_100073|32449-160927:16,029-25,857 (+)
101

S O O O € O O e S

|
IMGVR_UViG_3300045988_099650|3300045988|Ga0495776_174212: 64,407-76,953 (+)
81 86 87 92
1
IMGVR_UViG_3300045988_106591|3300045988|Ga0495776_151014:58,525-65,313 (+)
82
|
IMGVR_UViG_3300045988 _103907|3300045988|Ga0495776_151028:58,312-65,081 (+)
exonuclease V (CDS_0001)

EAACEK n |

IMGVR_UViG_3300029361_000342|3300029361|Ga0243815_1000031(89107-226648: 1-6,106 (-)
t 5000 nt {
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