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85 84  Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0083)
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24 23  Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0022)
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24 252] Protein of unknown function (Retron_VII_2__ DUF3800) (CDS_0028)
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DNA, RNA and nucleotide metabolism integration and excision tail unknown function defence (DefenseFinder)
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