
SAMEA2737717_a1_ct4028: 41,288-67,801 (+)
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tail length tape measure protein (CDS_0085)

86 87 88 89

MGV-GENOME-0376405: 98,576-125,089 (-)
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IMGVR_UViG_3300045988_095225|3300045988|Ga0495776_174258: 99,904-128,020 (-)

173178
tail length tape measure protein (CDS_0179)
181182
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MGV-GENOME-0373730: 10,273-37,906 (-)

1116

tail length tape measure protein (CDS_0017)
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IMGVR_UViG_3300045988_095232|3300045988|Ga0495776_053088: 10,273-38,590 (-)

16

tail length tape measure protein (CDS_0017)

18
19

2021222324

IMGVR_UViG_3300045988_067852|3300045988|Ga0495776_052852: 11,073-37,897 (-)

1920212223

IMGVR_UViG_3300029391_000324|3300029391|Ga0243992_100026|538-148686: 111,397-140,902 (-)
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IMGVR_UViG_3300029387_000278|3300029387|Ga0243994_100008|141200-277785: 7,248-36,753 (+)
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26 27 28

uvig_129315: 19,885-39,766 (+)

23 24 25
tail length tape measure protein (CDS_0027)

28

SAMEA2737740_a1_ct13268_vs1: 98,662-114,512 (-)

174175176

MGV-GENOME-0361305: 49,305-69,958 (-)

92
tail length tape measure protein (CDS_0093)

95

IMGVR_UViG_7000000736_000189|7000000736|SRS014235_WUGC_scaffold_38266: 81,417-108,577 (-)

135136137

SRS014235_a1_ct25459_vs1: 11,879-39,039 (+)

21 22 23

IMGVR_UViG_3300029361_000342|3300029361|Ga0243815_1000031|89107-226648: 36,293-63,533 (+)

67 68 69

uvig_442354_: 44,487-71,315 (-)

82

IMGVR_UViG_3300045988_111910|3300045988|Ga0495776_088984: 61,253-89,498 (+)

103104
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106107108

MGV-GENOME-4435328: 47,882-76,127 (-)

979899
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MGV-GENOME-0373655: 100,021-121,814 (-)

178
179

tail length tape measure protein (CDS_0180)

181

MGV-GENOME-4435340: 98,899-126,119 (-)

174175176

MGV-GENOME-0373864: 95,452-123,081 (-)

169170171172177

SAMN06164737_a1_ct37241_vs1: 40,282-68,777 (-)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0083)848586

IMGVR_UViG_3300029777_000247|3300029777|Ga0243715_1000012|85085-221970: 13,075-41,212 (-)

Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0022)2324

IMGVR_UViG_3300045988_093527|3300045988|Ga0495776_176310: 99,447-128,252 (-)

178179
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MGV-GENOME-0375083: 99,447-128,252 (-)

178179
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182183

IMGVR_UViG_3300045988_085291|3300045988|Ga0495776_176355: 10,482-38,796 (+)

18 19 20 21

MGV-GENOME-0374744: 13,903-40,329 (+)

24 25
26

27Protein of unknown function (Retron_VII_2__DUF3800) (CDS_0028)

MGV-GENOME-0373296: 11,472-38,991 (-)

17181921
22

232425

IMGVR_UViG_3300045988_092559|3300045988|Ga0495776_156787: 11,472-38,991 (-)
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232425

10000 nt

DNA, RNA and nucleotide metabolism integration and excision tail unknown function defence (DefenseFinder)


