
TemPhD_cluster_28205: 23,458-34,493 (+)

35 36

RecT-like ssDNA annealing protein (CDS_0037)

38
exonuclease (CDS_0039)

40

Holliday junction resolvase (CDS_0041)

42 43 44

oMTase_00019 orphan (CDS_0045)

46
DNA methyltransferase (CDS_0047)

transcriptional regulator (CDS_0048)
HNH endonuclease (CDS_0049)

50 portal protein (CDS_0051) 52 53 54

IMGVR_UViG_637000291_000005|637000291|637000071|1186921-1222549: 25,834-35,276 (+)

43 DNA methyltransferase (CDS_0044) 47

IMGVR_UViG_2909166876_000003|2909166876|2909166876|695285-731568: 27,254-35,931 (+)

replication initiation protein (CDS_0037)
38 39 DNA methyltransferase (CDS_0044)

IMGVR_UViG_2558860376_000005|2558860376|2558886878|1-32383: 20,846-31,361 (+)

41 42 44
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0045)

46 47

TemPhD_cluster_33505: 25,195-34,233 (+)

replication initiation protein 44

IMGVR_UViG_637000299_000008|637000299|637000151|1203967-1241416: 26,658-36,658 (+)

45
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0048)

49

IMGVR_UViG_2684622768_000003|2684622768|2684642512|106535-144381: 25,601-37,040 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0038)
39 42 43

oMTase_00019 orphan (CDS_0044)
RM_Type_II__Type_II_MTases_FAM_3 (CDS_0045)

46 47

IMGVR_UViG_2737472014_000007|2737472014|2737508116|109-31419: 20,868-30,748 (+)

39 DNA methyltransferase (CDS_0040)

IMGVR_UViG_2558860378_000005|2558860378|2558886962|36848-72781: 25,212-34,550 (+)

DNA binding protein (CDS_0034)
anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0040)

41 42 45 48

IMGVR_UViG_2877875498_000002|2877875498|2877875498|647807-684062: 26,106-35,674 (+)

anti-CRISPR-Cas evasion by DNA repair (APIS149) (CDS_0043)
44 45

IMGVR_UViG_2541047109_000004|2541047109|2541083349|39146-76838: 25,685-35,355 (+)

38 39 42 43 44 46 47

IMGVR_UViG_637000293_000008|637000293|637000280|1197868-1231885: 22,821-31,531 (+)

35 36 37

IMGVR_UViG_2558860373_000005|2558860373|2558886738|22540-59053: 23,595-35,151 (+)

39 40 41 42

IMGVR_UViG_2925793033_000001|2925793033|2925793033|630095-667301: 25,192-36,355 (+)

41 42 43 44 45
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