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uvig 414818:8,310-33,837 (+)
transposase (CDS_0022)
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Wig 499149 10,081-26.973 (1)
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endolysin (CDS_0024)
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uvig 491116 :8,699-30,374 (+)
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MGV-GENOME-0251666:8,699-26,551 (+)
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MGV-GENOME.035156 /- 8832.33.252 (+)
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endolysin (CDS_0025)
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uvig 74641:8,699-21,501 (+)
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MGV GENOME 0232401:8,825-21,363 (+)
tail protein (CDS_0016) 17 18 19
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uvig 329215:8,825-22,312 (+)
tail protein (CDS_0016) 17
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MGV-GENOME-0233366:8,825-24,291 (+)
tail protein (CDS_0016) 17 181920 21 22
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MGV-GENOME-0219246:8,832-18,852 (+)
holin (CDS_0027)
tail length tape measure protein (CDS_0015) endolysin (CDS_0026)
14 [ tail protein (CDS_0017) 18 192021 22 23 2425 \ 28 29
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uvig_119778:8,307-30,971 (+)
tail length tape measure protein (CDS_0015)

9 14 [ tail protein (CDS_0017)
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MGV-GENOME-0226612:7,951-20,571 (+)
DNA methyltransferase (CDS_0028)
19 22 24 26 29 33
tail protein (CDS_0016) 17 18 2021 [23[25] 27 | [303132[34 35 42 phosphoesterase (CDS_0043)
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MGV-GENOME-0273259:8,699-30,533 (+)
tail protein (CDS_0016) 17 181920 21 25 28

MGV-GENOME-0247420:8,825-25,919 (+)
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MGV-GENOME-0234130: 9,949-25,371 (+)

tail protein (CDS_0016) 17 18 acetyltransferase (CDS_0023)
— | B B B D B S S —

MGV- GENOME 0228752:8,825-23,484 (+)
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