site-specific recombination directionality factor RDF (CDS_0091)
nucleoside triphosphate pyrophosphohydrolase (CDS_0084)
77 78 79 80 81 82 83 85 86 87 88 89 90

uvig_160531:44,714-51, 174( )

nucleoside triphosphate pyrophosphohydrolase (CDS_0082)
78 79 80 83 84 85

A
IMGVR_UViG_2845972828 000001|2845972828|2845972828|162981-214217:44,025-49,664 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0078)
76 77 79 80 81 83

e E—_ —
IMGVR_UViG_3300029712_000359|3300029712|Ga0245206_100803|178-50771:42,000-48,311 (+)

nucleoside trlphosphate pyrophosphohydrolase (CDS_0078)
75 76 79 80 81

MG\/ GENOME-0317672:43,427-49,291 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0077)
74 75 76 78 79 80

SAMEA1906542_b1_ct77_vs2:40,130-46, 822( )

CBASS__AG_E1_ThiF ThiF family (CDS_0053) nucleoside triphosphate pyrophosphohydrolase (CDS_0063)
54 55 60 61 62 64 65 66

— _  _ _ _ '’ —§ — | o ]
MGV-GENOME-0281795: 33,208-40,329 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0064)
61 62 63 65 66 67 68 69 70 73 77 78

e e e e [ e B S E—
SAMEA2580167_al_ct27679_vs1:34,949-42,981 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0081)
82 83 84 85

uvig_555846:44,213-50, 816( )

nucleoside triphosphate pyrophosphohydrolase (CDS_0075)
76 77 78

IMGVR_UViG_3300029744 000326|3300029744\Ga0245161 100115|36193 86977:42,963-48,502 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0070)
69 71 72 73 74 75 76 77

uvig_160808:37,856-44,923 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0073)
70 71 72 74 75 76

S, W T S S— W—", F— [ —" —" " W_—1 i S— —"
IMGVR_UViG_3300029441_000361|3300029441|Ga0243753_1000480|34892- 81926‘ 38 022- 44 767( )
nucleoside triphosphate pyrophosphohydrolase (CDS_0058) 59
e e
MGV-GENOME-0280292: 33,926-40,008 (+)

nucleoside triphosphate pyrophosphohydrolase (CDS_0052)
51 53 54 55

MGV-GENOME-0246590: 28,268-34,458 (+)

85 86 87 88 89
w

SAMEA1906552 a1l ct105923 vs1:47,054-53,125 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0058) 59
| S B —

OTU_2185:31,989-37,888 (+)

65 66 67 68 69
S, E— T, T S, gy VU " N—9 " 5 W —; —

MGV-GENOME-0301348:37,017-43,116 (+)
RNA-binding protein (CDS_0075)
77

e —
IMGVR_UViG_3300045988_172028|3300045988|Ga0495776_058041:43,314-48,443 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0065) 66 67 68

uvig_189520:38,075-43,501 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0084)
cytidyltransferase (CDS_0085)

83 | 86 87 88 terminase small subunit (CDS_0095)
S O T S A O G T W S ey W

uvig 201978:46,377-54,078 (+)

[ 3000 nt i
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