holin (CDS_0035)
minor tail protein (CDS_0026) endolysin (CDS_0037)
27 28 29 30 31 32 33 34 36 38 39 40 41 42 43 44 45 46 47
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IMGVR_UViG_3300029712_000359|3300029712|Ga0245206_100803|178-50771:17,297-29,561 (+)

holin (CDS_0036)

33 34 35 | 37 38 39 40 41 42 43 capH (CDS_0050)
| S | | | —_— I BN T R T —
IMGVR_UViG_3300045988 172028|3300045988\GaO495776 058041 18,266-32,217 (+)

holin (CDS_0037)
31 33 34 35 36 | 38 39 40 41 42 43
I S S o | | I B S I T —
IMGVR_UViG_2845972828 OOOOOl|2845972828\2845972828|162981 -214217:18,056-31,598 (+)
holin (CDS_0035) capP (CDS_0042)

32 33 34 |3 37 38 39 40 41 43 44 45 46
S S, S S B W 0 0, N0/ N WO, S O WO O 0 50 G G GOy GNNS O 55, 50
uvig_298832:17,714-33,317 (+)

36 37 38 3940 endolysin (CDS_0041) 45
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s —
IMGVR_UViG_3300029357_000384|3300029357|Ga0243847_100717|1425-51709:19,191-29,628 (+)

holin (CDS_0037) capP (CDS_0044)
33 34 35 36 38 39 40 41 42 43 45 46 4748 49 50 51 5455 56 57 58 59

é

ivig_838:18,056-34,729 (+)
endolysin (CDS_0036)
3435 37 38 39 40 41 45

!
i

MGV-GENOME-0317672:17,738-29,248 (+)
holin (CDS_0039)
endolysin (CDS_0041)
36 37 38 40 42 43 44 45 46 47 48

!
%.

N —— R —  —
uvig_456897:19,203-34,395 (+)

36 37 38 39 4041 42
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IMGVR_UViG_3300029755 OOO221|3300029755\630243846 100112|7037 60724: 19 213-33,031 (+)
holin (CDS_0039)
endolysin (CDS_0041)
36 37 38 40 42 43 44 45 46 47 52

uvig_201978:18,908-33,913 (+)
holin (CDS_0035)
endolysin (CDS_0037)
32 33 34 36 38 39 40 41 42 43 44 45 46 47 51 55

!
|

uvig 160531:17,742-33,703 (+)

PDC-547_WP_148603747.1 (CDS_0054)
35 36 37 38 3940 41 42 43 44 45 46 47 48 49 53 55

i

SAMEA1906552_a1_ct105923_vs1: 18,639-34,347 (+)

endolysin (CDS_0036) amidase (CDS_0040)
3435 37 38 39 41 42 43
[, S O B N S gy WO gy WO Oy Sy WO S Oy S o GO, G G, S0, 0
uvig_70740: 18,678-34,167 (+)
3435 36 37 amidase (CDS_0038) 39 40 41

MGV-GENOME-0312631:18,678-32, 679( )

endolysin (CDS_0038)
holin (CDS_0036) 37 39 40 41 42 4344 45

|
+

uvig_541654:18,999-31,155 (+)
3132 33 34

SAMEA2580167_al ct27679 vs1:16,531-25,313 (+)
endolysin (CDS_0037)
30 31 33 3536 38 39 40 41 42 43 44 45

!
|

uvig 555846:17,926-29,711 (+)
25 30

uvig_189520:17,152-21,602 (+)

Abi_alpha Abortive infection alpha (CDS_0044)
333435 36 37 38 39 40 46

z

SAMEA1906542 b1 ct77 vs2:18,275- 29 024( )

6000 nt i
integration and excision lysis other tail unknown function defence (DefenseFinder) defence (PADLOC)
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