
uvig_170007: 23,688-28,825 (+)

28 29
transcriptional repressor (CDS_0030)

31 32 33 34
replication initiation protein (CDS_0035)

36 37

OTU_3210: 21,323-26,846 (+)

29 30 31 32 34 35 37 41

IMGVR_UViG_3300045988_101257|3300045988|Ga0495776_003178: 22,197-27,423 (+)

29
capH (CDS_0030)

31 32 33 37 38

IMGVR_UViG_3300045988_115385|3300045988|Ga0495776_003186: 22,197-27,118 (+)

29
capH (CDS_0030)

31 32 33

ivig_3373: 17,268-26,788 (+)

20 amidase (CDS_0021) 22 23 24
flavodoxin (CDS_0025)

26 28
capH (CDS_0029)

30 31 32

IMGVR_UViG_3300045988_110503|3300045988|Ga0495776_003578: 21,246-26,343 (+)

27
capH (CDS_0028)

retron_type_VI_hth_cluster2_1 (CDS_0029)

31 32

TemPhD_cluster_37650_: 17,458-25,377 (+)

endolysin (CDS_0021) 28 29

Norman_149_NODE_17_length_36191_cov_670.274297: 21,534-27,378 (+)

34 35 Erf-like ssDNA annealing protein (CDS_0042)

OTU_3236: 22,745-27,460 (+)

30 31
capH (CDS_0032)

retron_type_VI_hth_cluster2_1 (CDS_0033)

uvig_463632: 17,449-28,055 (+)

24 25 integrase (CDS_0026) 28
transcriptional repressor (CDS_0029)

Retron_VI__HTH (CDS_0030)

31

4000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover transcription regulation unknown function defence (DefenseFinder)

defence (PADLOC)


