
uvig_160192: 67,911-75,955 (+)

DNA helicase (CDS_0076) 77
tRNA-Undet(NNN)

78 79 80 81 82 83 84 85 86
DNA repair protein (CDS_0087)

88 89 90 91 92 nucleotide kinase (CDS_0093)

SAMN05414961_a1_ct35655_vs1: 19,077-26,882 (+)

30 36 37 38 39 40 43 48

MGV-GENOME-0331576: 40,647-49,116 (+)

52 54 55 56 57

uvig_401595: 44,024-51,698 (+)

52 58 59 60 66

MGV-GENOME-0335089: 43,740-51,425 (+)

55 56

uvig_329485: 38,482-46,610 (+)

49 50 51 52 53 54 57

uvig_188734: 69,474-79,161 (+)

74 75 76 77 79 transposase (CDS_0081)

IMGVR_UViG_3300029888_000107|3300029888|Ga0245333_100044|127398-188648: 41,111-50,798 (+)

56 57 58

uvig_498319: 18,665-26,772 (+)

34 35 36 37 38

MGV-GENOME-0357830: 41,819-49,536 (+)

57 58 59 60

MGV-GENOME-0278725: 23,227-30,944 (+)

40 41 42 43

IMGVR_UViG_3300045988_089008|3300045988|Ga0495776_166178: 41,819-49,536 (+)

53 57 58 59 60

MGV-GENOME-0331942: 41,761-49,306 (+)

54 55 56

uvig_588395: 46,978-56,621 (+)

66 67 68 69 70 71 72 73 74 81

SAMN09781748_a1_ct138009_vs1: 29,602-39,508 (+)

51 52 53 54 55 56 57 58 59

uvig_589993: 42,475-51,532 (+)

59 60 61 62 63 64 65 66 67 72

uvig_286522: 70,696-78,595 (+)

86 87 88 89 90

SAMEA2737704_a1_ct14666: 42,718-51,392 (+)

56 57 58 59 60

uvig_135378: 68,154-76,308 (+)

82 83 84 85 86 87

IMGVR_UViG_3300045988_142231|3300045988|Ga0495776_121957: 44,264-52,307 (+)

58 59 60 61 62 63

MGV-GENOME-0341666: 40,774-48,709 (+)

47 53 54 55 56 57

IMGVR_UViG_3300045988_116033|3300045988|Ga0495776_056654: 40,392-47,828 (+)

52 53 54

IMGVR_UViG_3300045988_077339|3300045988|Ga0495776_177072: 44,173-51,948 (+)

57 58 59 60 61

uvig_486214: 45,153-52,713 (+)

59 60 61 62

IMGVR_UViG_3300045988_100335|3300045988|Ga0495776_177067: 42,839-50,371 (+)

57 58 DNA repair protein (CDS_0059)

IMGVR_UViG_3300029758_000005|3300029758|Ga0242784_100462: 39,280-45,345 (+)

51 54 55

MGV-GENOME-0333101: 44,136-51,043 (+)

58 59 60 61 62 70

3000 nt

DNA, RNA and nucleotide metabolism integration and excision other unknown function tRNA


