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AAC_6p_group_E-NCBIFAM aminoglycoside 6'-N-acetyltransferase, group E (NF043067.1) (CDS_0024)

2526

27
28

29 30

uvig_428831: 8,196-23,911 (+)

transposase (CDS_0016)
endolysin (CDS_0017)
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20

21

integrase (CDS_0022)

23 24

Adherence; porin (VF0713) (CDS_0025)
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