
SRS019026_a1_ct60309_vs1: 24,594-33,476 (+)

RecT-like ssDNA annealing protein (CDS_0033)

34
replisome organizer (CDS_0035)

36
MTase_II_00074 Type (CDS_0037)

38 39 40 41
MTase_II_00058 Type (CDS_0042)

43 44 45 46 47 48 49

IMGVR_UViG_3300045988_053350|3300045988|Ga0495776_182964: 24,999-34,104 (+)

32 37 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0040)

IMGVR_UViG_3300006460_000154|3300006460|Ga0100061_100241|1-35508: 24,904-33,763 (+)

replisome organizer (CDS_0033)
MTase_II_00074 Type (CDS_0035)

39
DNA methyltransferase (CDS_0040)

41

IMGVR_UViG_3300007924_000018|3300007924|Ga0113552_100412: 23,893-32,752 (+)

38
DNA methyltransferase (CDS_0039)

40

SRS143022_a1_ct2102_vs01: 28,047-36,320 (+)

DnaC-like helicase loader (CDS_0041) 45
DNA methyltransferase (CDS_0046)

47

uvig_317871: 25,618-33,298 (+)

41 42 46

IMGVR_UViG_7000000125_000192|7000000125|SRS015941_WUGC_scaffold_78686: 23,691-31,648 (+)

39 40

uvig_316374: 25,590-32,870 (+)

40 41 43 44

IMGVR_UViG_3300045988_058771|3300045988|Ga0495776_189257: 24,877-32,187 (+)

37

MGV-GENOME-0240687: 24,877-32,187 (+)

37

IMGVR_UViG_3300045988_067002|3300045988|Ga0495776_101482: 25,471-33,676 (+)

41 42 43 44 50

MGV-GENOME-0237156: 25,471-33,676 (+)

41 42 43 44

SRS101439_a1_ct8518_vs1: 22,711-30,979 (+)

37 38 39

3000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)


