RNA-binding protein (CDS_0043)
39 40 41 42 44 45 46 47 48 49 50 SDIC3__SDIC3F (CDS_0051) 52 53 5455 5657
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DNA methyltransferase (CDS_0042)
41 44 45 46
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RNA-binding protein (CDS_0053)

DNA methyltransferase (CDS_0052) 54 56 57 58 59
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uvig_179087:28,863-42,264 (+)
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MGV-GENOME-0307524:36,408-48,969 (+)
DNA methyltransferase (CDS_0052)
phosphoadenosine phosphosulfate reductase (CDS_0050) 51 53 54
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RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0049) 55
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IMGVR_UViG_3300045988_092371|3300045988|Ga0495776_155892: 36,308-48,745 (+)
55 58 59 60
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SRS147425_al ct52382 vs1:35,318-49,216 (+)

HNH endonuclease (CDS_0059)
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IMGVR_UViG_3300045988_083543|3300045988|Ga0495776_097054: 35,879-47,040 (+)

HNH endonuclease (CDS_0059)
62
58 6061
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