
IMGVR_UViG_3300045988_092699|3300045988|Ga0495776_177162: 27,278-34,741 (+)

39 40 41 42 43 44 45 46 47 48
Paris_II__AriA_AAA21___All_AAA21_ali (CDS_0049)

exonuclease (CDS_0050)

anti-CRISPR-Cas evasion by DNA repair (APIS131) (CDS_0051)

IMGVR_UViG_3300014556_000001|3300014556|Ga0134403_100207: 25,387-32,414 (+)

34 39

IMGVR_UViG_3300045988_092371|3300045988|Ga0495776_155892: 27,177-34,301 (+)

41 42 43

IMGVR_UViG_3300045988_108347|3300045988|Ga0495776_184266: 28,111-34,773 (+)

43 44

MGV-GENOME-0347124: 9,056-15,880 (+)

19 20 25 DNA helicase

IMGVR_UViG_3300045988_112084|3300045988|Ga0495776_163057: 28,601-34,663 (+)

41

IMGVR_UViG_3300045988_105692|3300045988|Ga0495776_098325: 22,572-29,010 (+)

36

SRS147425_a1_ct52382_vs1: 26,523-33,311 (+)

40 41

IMGVR_UViG_3300045988_113802|3300045988|Ga0495776_097315: 26,631-33,934 (+)

43 44

MGV-GENOME-0284427: 21,571-27,820 (+)

34

MGV-GENOME-0303903: 23,302-30,438 (+)

36 37

IMGVR_UViG_3300029099_000007|3300029099|Ga0169186_100501: 21,781-28,714 (+)

35 36

MGV-GENOME-0307524: 27,521-35,156 (+)

41 Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0044) DNA helicase (CDS_0047)

uvig_435628_: 10,225-17,856 (+)

21 22

IMGVR_UViG_3300045988_080183|3300045988|Ga0495776_135949: 19,682-27,081 (+)

25 31 32

IMGVR_UViG_3300045988_098510|3300045988|Ga0495776_132823: 20,086-27,213 (+)

27 28 33 34 35 36

uvig_100342: 16,379-23,629 (+)

18 19 25
DNA methyltransferase (CDS_0026)

27 28

3000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) anti-defence (dbAPIS)


