tail protein (CDS_0019)
endolysin (CDS_0023)
20 2122
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25 26 27

uvig_378764:11,870-16,932 (+)
baseplate wedge subunit 24

uvig_478851:11,935-15,818 (+)
23 24 25 26 27

uvig_190800: 11,788-20,651 (+)

uvig_520155:11,951-19,207 (+)
23 24 25 HAD-superfamily hydrolase (CDS_0026)
L rar——— I B I I
uvig_24448:11,082-17,907 (+)
19 23 25 26 27 28 HNH endonuclease (CDS_0029)
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uvig 493387:11,853-15,130 (+)
24

uvig_ 209541:11,921-14,874 (+)
HAD-superfamily hydrolase (CDS_0025)
24 26
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uvig 279901:11,966-16,276 (+)

trim_DfrA3-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA3 (NFO00019.2) (CDS_0029)

Mycobactin (VF0299) (CDS_0026) thymidylate synthase (CDS_0030)
24 25 27 28 \ 31 32 33
0, O gy W s WD S W S S SO S W W)
SAMNO5414898 a1l ct15236_vs1:11,853-25,053 (+)

trim_DfrA3-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA3 (NFO00019.2) (CDS_0024)
thymidylate synthase (CDS_0025)
26 27 HAD-superfamily hydrolase (CDS_0028)
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uvig 412781:11,933-18/432 (+)
trim_DfrA3-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA3 (NFO00019.2) (CDS_0031)
macro_glyco_Mgt-NCBIFAM macrolide-inactivating glycosyltransferase (NF033129.1) (CDS_0025) thymidylate synthase (CDS_0032)
24 26 27 28 29 30 \ 33 34 HAD-superfamily hydrolase (CDS_0035)
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SRS098644 al ct12512 vs01:11,942-25,037 (+)
thymidylate synthase (CDS_0024) 25 26 HAD-superfamily hydrolase (CDS_0027)

uvig_201140: 10,878-17,756 (+)
2425 26 27 28 2
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uvig_389030: 11,942-20,427 (+)

DNA methyltransferase (CDS_0024) transcriptional repressor (CDS_0028)
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L 178 (+)
HK_VanS_ACDEFG-NCBIFAM vancomycin resistance histidine kinase VanS (NF033091.0) (CDS_0025)
HitABC (VF0268) (CDS_0027)
RegX3 (VF0858) (CDS_0026)
24 Imads_8 (CDS_0028) 29 30 3

=

32

!
[

uvig 444400_: 11,942-23,105 (+)
25
24 T& 27 28 29 30 31 32 Trehalose-recycling ABC transporter (VF0842) (CDS_0033)
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uvig 234833:11,942-23,065 (+)

Trehalose-recycling ABC transporter (VF0842) (CDS_0030)
24 25 26 27 28 29 31 32
I S S - I I I - - —
uvig 200752:11,942-20,992 (+)

ABC transporter (CDS_0024)
23 25 26 27 28
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uvig_206779:10,878-19,854 (+)
clamp loader of DNA polymerase (CDS_0032)
NEase_|I_00007 Type (CDS_0030)

Sigma M (VF0822) (CDS_0028)
24 25 26 27 29 31 3334
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uvig 135049:11,942-21,290 (+)
endolysin (CDS_0021) Michele_1A_hits_grouped (CDS_0024)
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uvig_474920:11,234-20,969 (+)
21 22 23

uvig_284995:9,966-17,011 (+)
GadC (VF0555) (CDS_0024)

21 22 23
I I T —
uvig 85067:10,773-19,331 (+)

22
I E—
uvig 281575:11,252-13,810 (+)
trim_DfrA3-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA3 (NFO00019.2) (CDS_0031)
thymidylate synthase (CDS_0030)
Mycobactin (VF0299) (CDS_0028)
22 23 24 25 26 27 29 32

I
SRS064757_al_ct20309_vs1:11,240-27,817 (+)
trim_DfrA3-NCBIFAM trimethoprim-resistant dihydrofolate reductase DfrA3 (NFO00019.2) (CDS_0024)
thymidylate synthase (CDS_0023)
22 | 25 26

Han_2018_ERR1398221 NODE_673_length_19970_cov_9.755109: 10,959-19,970 (+)
ferredoxin (CDS_0021)

I
uvig_129282:10,093-13,447 (+)
6000 nt i

DNA, RNA and nucleotide metabolism lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function defence (DefenseFinder)
— I L]

defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




