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. —
MGV-GENOME-0182464: 9,946-25,049 (+)
. —
MGV-GENOME-0183315: 10,005-25,176 (+)
- ——
MGV-GENOME-0170114: 10,005-23,215 (+)

. —
MGV-GENOME-0186509: 10,021-25,679 (+)

N [ |
MGV-GENOME-0192005: 10,021-26,583 (+)

. —
MGV-GENOME-0184734:10,027-25,3%4 (+)

. —

SAMNO09781729_al ct142398_vs1:9,903-28,794 (+)
N [
MGV-GENOME-0198734: 9,960-27,749 (+)

. ——
MGV-GENOME-0194939:9,944-27,076 (+)

. ——
MGV-GENOME-0180826: 9,195-24,783 (+)
- ——
MGV-GENOME-0166381:9,952-22,694 (+)
. —
MGV-GENOME-0156409:10,015-21,337 (+)
. ——
MGV-GENOME-0163102: 9,202-22,227 (+)
T ——
MGV-GENOME-0171157: 10,060-23,359 (+)
. ——
MGV-GENOME-0177061:9,949-24,227 (+)

N [
MGV-GENOME-0169911:10,006-23,185 (+)

. —
MGV-GENOME-0183851:9,194-25,259 (+)

- ——
MGV-GENOME-0174935:9,195-23,899 (+)
- ——
MGV-GENOME-0173393:9,179-23,680 (+)
. ——
MGV-GENOME-0178363:10,015-24,425 (+)

I —
Rampelli_10024_NODE_937_length_24277_cov_13.630997:10,015-24,275 (+)

NN I
SAMNO9781738_a1_ct41333_vs1: 10,147-25,640 (+)

L e e ———
SAMN10407346_a1_ct84762_vs1:10,059-25,195 (+)

. ——
SAMNO09781740_al_ct21978_vs1:10,059-28,452 (+)
12
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SAMNO03418268 al ct344893 vs1:10,015-23,676 (+)
tail fiber protein (CDS_0014) 16
I — W, FUS Wy Wy W )
MGV-GENOME-0172712:9,195-23,578 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0017)
tail fiber protein (CDS_0014)
1516 18
e —
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MGV-GENOME-0198050: 9,195-26,420 (+)
Holliday junction resolvase (CDS_0017)
tail fiber protein (CDS_0014) 15 16 | 18 19 20
I — T Y W WY )
MGV-GENOME-0184296: 9,202-25,325 (+)
nucleoside triphosphate pyrophosphohydrolase (CDS_0022)
holin (CDS_0019)
tail fiber protein (CDS_0015) 16 17 18T 20 21
coe—bpe — - O T DROED BT

tail fiber protein (CDS_0015)
13 14 16 17 18
I N —

tail fiber protein (CDS_0015) 16

B ——
tail fiber protein (CDS_0015) 16 1718

NN N S N S I
HNH endonuclease (CDS_0019)
tail fiber protein (CDS_0015) 16 1718 20

14 15 16
N N S —
nucleoside triphosphate pyrophosphohydrolase (CDS_0022)
17 18 19 20 21 |

tail fiber protein (CDS_0015) 16

(N — . I —_—
22

tail fiber protein (CDS_0015) 16 17181920 21

4 '} " — | I —
tail fiber protein (CDS_0015) 16 171819 20 21

tail fiber protein (CDS_0014)
15 1617 18

/I
14
[
tail fiber protein (CDS_0014)
— ————— T ———
tail fiber protein (CDS_0015) 16
N E—
tail fiber protein (CDS_0014)
L |1 _§ ]
tail fiber protein (CDS_0015)

tail fiber protein (CDS_0014)
1516

16

—
nucleoside triphosphate pyrophosphohydrolase (CDS_0017)

nucleoside triphosphate pyrophosphohydrolase (CDS_0016)
14 15 17

N BN S —
nucleoside triphosphate pyrophosphohydrolase (CDS_0015)

N N S — —
nucleoside triphosphate pyrophosphohydrolase (CDS_0016)
tail fiber protein (CDS_0014) 15 17
S N BN EE— —_—
nucleoside triphosphate pyrophosphohydrolase (CDS_0016)
14 15 17
I PN BN S —
nucleoside triphosphate pyrophosphohydrolase (CDS_0016)
14 15 17 replication initiation protein (CDS_0018)
I — I B S

16
tail fiber protein (CDS_0015) T17 18 19 20
C— —
21

14 15 16 1718

I I S S S
Holliday junction resolvase (CDS_0017)
19 2021

15 16 | 18

tail fiber protein (CDS_0014)
I L 8§ B _§B ]

15 16

13
nucleoside triphosphate pyrophosphohydrolase (CDS_0017)

15 16 MTase _11.00172 Type (CDS_0018)

I |
MGV-GENOME-0175112:10,021-23,925 (+)
major head protein (CDS_0008)
e eI
tail fiber protein (CDS_0015)
13 16 17 18 19 20
| I N S S

— . —
MGV-GENOME-0175317:8,090-23,960 (+)

I ——— E—
uvig_280053:8,040-24,749 (+)

—— . —
MGV-GENOME-0178457:8,838-24,438 (+)

. —
MGV-GENOME-0282909: 9,949-28 427 (+)
7000 nt

- - x*x  __--— |
IMGVR_UVIG_3300045988_009144|3300045988|Ga0495776_028007: 8,838-24,416 (+)
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DNA, RNA and nucleotide metabolism head and packaging lysis other tail unknown function defence (PADLOC)
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