
MGV-GENOME-0370214: 8,917-12,142 (+)

14 15 16 17
18

MTase_II_00074 Type (CDS_0019)

20 21 22 23

uvig_380940: 12,926-15,485 (+)

18 MTase_II_00074 Type (CDS_0019)

MGV-GENOME-0351281: 72,454-75,123 (-)

104
MTase_II_00074 Type (CDS_0105)

uvig_205706: 1-10,938 (+)

1 2 3 4 5 6 8 9 10 13

MGV-GENOME-0369159: 1-9,856 (+)

3 8 9 10

MGV-GENOME-0369954: 2,698-11,350 (+)

3 unknown function (CDS_0005) 6 7 8 10 11 12 13

MGV-GENOME-0369416: 2,698-10,856 (+)

4 5 6 7 8 9 10 11

uvig_153899: 1-11,258 (+)

3
PDC-S05_WP_013135363.1 (CDS_0004)

5 tRNA-Val(TAC)
methyltransferase (CDS_0007)

8 9 10 11 12

MGV-GENOME-0363352: 89,501-95,757 (-)

122
123

124
125

126127128

MGV-GENOME-0371457: 1,606-15,657 (+)

3 4 5 6
PDC-S02_WP_011937941.1 (CDS_0007)

8 methyltransferase (CDS_0010) 11 12 13 14 15

MGV-GENOME-0374598: 1-12,480 (+)

3 4 5 7
methyltransferase (CDS_0008)

9 10 11 MTase_II_00074 Type (CDS_0014)

uvig_26391: 1-8,948 (+)

4
methyltransferase (CDS_0005)

6 7 8

MGV-GENOME-0370701: 1-13,169 (+)

3 4
Sigma L (VF0855) (CDS_0005)

6 7 9 10 11

IMGVR_UViG_3300045988_166787|3300045988|Ga0495776_034716: 1-13,169 (+)

7 9 10 11

uvig_180766: 2,698-16,907 (+)

3 4 5
JukAB__JukA (CDS_0006)

7 8 9 10 11 12 13

5000 nt

other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) tRNA


