
uvig_380940: 79,894-94,208 (+)

112 113 114 115 116
117

118 119 120 121 122 123
anaerobic ribonucleoside reductase large subunit (CDS_0124)

125 126 127
SbcD-like subunit of palindrome specific endonuclease (CDS_0128)

uvig_153899: 78,485-91,155 (+)

115 116 117 118
ribonucleoside-diphosphate reductase large subunit (CDS_0122)

123

MGV-GENOME-0369159: 76,322-87,986 (+)

116
HEC-09 (CDS_0117)

119 123

MGV-GENOME-0355259: 55,269-66,964 (+)

72 HEC-09 (CDS_0073)

MGV-GENOME-0369416: 73,181-86,144 (+)

107 108 109 111 116

IMGVR_UViG_3300045988_168232|3300045988|Ga0495776_016388: 79,122-96,003 (+)

125 126 127 128 129 Lamassu-Fam__LmuB_SMC_Cap4_nuclease_II (CDS_0136)

MGV-GENOME-0370214: 77,996-94,728 (+)

120 121 122 123 124 125

6000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (DefenseFinder)


