
KJ019029.1: 79,478-87,370 (+)

PhoH-like phosphate starvation-inducible (CDS_0110)
2OG-Fe(II) oxygenase (CDS_0111)

exonuclease (CDS_0112)

late promoter transcriptional regulator (CDS_0113)

DNA helicase loader (CDS_0114)
115 116 117

single strand DNA binding protein (CDS_0118)
cAMP phosphodiesterase (CDS_0119)

baseplate wedge subunit (CDS_0120)
baseplate tail tube cap (CDS_0121)

KJ019125.1: 79,573-87,373 (+)

115

KJ019074.1: 79,576-87,371 (+)

115

KJ019036.1: 79,484-87,274 (+)

115

KJ019034.1: 79,576-87,373 (+)

116 117

KJ019073.1: 79,487-87,160 (+)

115

KJ019032.1: 79,596-87,399 (+)

117

HQ316603.1: 84,218-92,066 (+)

126 130 head closure (CDS_0133) tail tube (CDS_0134)
baseplate hub (CDS_0135)

3000 nt

DNA, RNA and nucleotide metabolism connector moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function


