
IMGVR_UViG_3300045988_122547|3300045988|Ga0495776_131947: 73,537-90,440 (+)

113 114115 116 117 118

anti-SOS response (APIS178) (CDS_0119)

120
HNH endonuclease (CDS_0121)

122 123 124 125
integrase (CDS_0126)

tRNA-Asn(GTT) 127

IMGVR_UViG_3300045988_111934|3300045988|Ga0495776_131923|400-90842: 73,828-90,442 (+)

110 112 113

anti-SOS response (APIS178) (CDS_0117)

118
HNH endonuclease (CDS_0119)

120

IMGVR_UViG_3300029220_000112|3300029220|Ga0168707_100093|827-94820: 76,394-93,495 (+)

anti-repressor Ant (CDS_0121) 122 123

MGV-GENOME-0361808: 77,938-93,482 (+)

116 anti-repressor Ant (CDS_0119) 120 121 122 126 128

IMGVR_UViG_3300045988_158862|3300045988|Ga0495776_095902|105-93981: 77,938-93,378 (+)

anti-repressor Ant (CDS_0119) 120 121 122

MGV-GENOME-0373083: 83,422-94,629 (+)

anti-repressor (CDS_0119) 120 126

MGV-GENOME-0366133: 83,034-96,042 (+)

125 126

IMGVR_UViG_3300045988_149834|3300045988|Ga0495776_143255|2767-97995: 83,393-94,691 (+)

anti-SOS response (APIS178) (CDS_0120) 127

uvig_20468: 83,034-99,504 (+)

125 126 127 128 129 130

IMGVR_UViG_3300029464_000150|3300029464|Ga0244165_100002|341325-434439: 74,814-93,114 (+)

109 110 112 113 anti-repressor Ant (CDS_0116) 117 118 124

uvig_233069: 74,781-89,887 (+)

116 117 118

IMGVR_UViG_3300045988_152778|3300045988|Ga0495776_165011: 73,535-91,926 (+)

anti-repressor Ant (CDS_0115)
116

117

methyltransferase (CDS_0118)

119 120 126

uvig_572697: 75,629-92,186 (+)

anti-repressor (CDS_0113) 114 115
methyltransferase (CDS_0116)

117 118

IMGVR_UViG_3300045988_133724|3300045988|Ga0495776_163771: 74,464-92,551 (+)

anti-repressor (CDS_0117)
anti-SOS response (APIS178) (CDS_0118)

119

MGV-GENOME-0362402: 77,944-94,905 (+)

anti-repressor Ant (CDS_0115)
anti-SOS response (APIS178) (CDS_0116)

117

MGV-GENOME-0358187: 71,881-87,636 (+)

120
anti-SOS response (APIS178) (CDS_0121)

122

uvig_286677: 84,960-96,110 (+)

ABC transporter (VF0818) (CDS_0126)
tet_ABC_46_A-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit A (NF000474.1) (CDS_0127)

128

7000 nt

DNA, RNA and nucleotide metabolism integration and excision other transcription regulation unknown function virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA

pseudogene


