phosphoadenosine phosphosulfate reductase (CDS_0058)

phosphofructokinase (CDS_0057) 60
56 | 59 61 62 63 64

S e 5
IMGVR_UViG_3300045988_158862|3300045988|Ga0495776_095902[105-93981:47,732-51,903 (+)
HNH endonuclease (CDS_0056)
57

IMGVR UViG_3300045988 122547|3300045988\GaO495776 131947 41,318-44,730 (+)
56 HNH endonuclease (CDS_0058)

— ————
MGV-GENOME-0358187:39,774-42,972 (+)
54 55

T — S S N
IMGVR_UViG_3300045988_149834(3300045988|Ga0495776_143255|2767-97995:40,717-43,380 (+)
HNH endonuclease (CDS_0058) 59 61 62 63 64 65
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S ——— s ——
MGV-GENOME-0361398:42,634-53,076 (+)

54 55 57

S O, G S GRS, S S—
MGV-GENOME-0375708:40,509-44,032 (+)
HEase_00016 homing (CDS_0058)

51 56 59
i ic aad_J 14
uvig_14771:43,949-47,426 (+)

HEase_00016 homing (CDS_0055)
54 56

I S M I —
IMGVR_UViG_3300045988_121137|3300045988|Ga0495776_131968:38,969-42,499 (+)
HEase_00016 homing (CDS_0056)
HEase_00016 homing (CDS_0054) 55 57

I — ————————— e s S . —
uvig_233069:40,695-44,673 (+)

I 4000 nt {
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)
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