RM_Type_lI_Type_ll_MTases_FAM_2 (CDS_0077)

anti-CRISPR-Cas evasion by DNA repair (AP1S131) (CDS_0069) DNA methyltransferase (CDS_0076) anti-repressor (CDS_0078)
exonuclease 70 71 72 RNA ligase (CDS_0073) 74 cas12f2_V-F_2 (CDS_0075) 79 80 81 82
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MGV-GENOME-0361259:51,862-63,248 (+)
cas12f2_V-F_2 (CDS_0072)

MGV-GENOME- 0362402 53,776-63,880 (+)
cas12f2_V-F_2 (CDS_0078) HNH endonuclease (CDS_0083)

uvig_233069: 54,093-65,810 (+)
DNA methyltransferase (CDS_0070)

uvig_572697:51,268-60, 862( )
DNA methyltransferase (CDS_0073)
72 RM_Type_|I_Type_ll_MTases_FAM_2 (CDS_0074)
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IMGVR_UVIG 3300014039 _000003|3300014039|Ga0116646_1000070: 52,797-61 895( )
Mu Gam-like end protection (CDS_0071)

68 exonuclease (CDS_0070) cas12f2_V-F_2 (CDS_0075)
T —_——————————— L - | I — I —
MGV-GENOME-0375708: 50,606-61,963 (+)
82

IMGVR_UViG_3300029220, OOO112|3300029220\Ga0168707 100093|827-94820: 54,213-63,288 (+)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0075)
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MGV-GENOME-0361398:54,353-63,410 (+)

V_U4 CAS-V-F; (CDS_0078) 84
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IMGVR_UViG_3300045988_122547|3300045988|Ga0495776_131947:53,949-63,944 (+)

anti-SOS response (AP1S178) (CDS_0074)
RM_Type_ll_Type_ll_MTases_FAM_2 (CDS_0073)
DNA methyltransferase (CDS_0071) \ anti-repressor Ant (CDS_0075)
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uvig 435918 :51,825-62,477 (+)

70 71
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o

uv\g 4145:48,033-55,824 (+)
anti-repressor Ant (CDS_0080)
cas12f2_V-F_2 (CDS_0077) 79 V_U4 CAS-V-F; (CDS_0081)

IMGVR_UViG_ 3300045988 _111934|3300045988|Ga0495776_131923[400- 90842 53,548-63,447 (+)
77 HNH endonuclease (CDS_0082)

MGV-GENOME-0358187:52,705-61,799 (+)
4000 nt i
DNA, RNA and nucleotide metabolism other transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
I




