tail assembly protein (CDS_0038)

27 28 29 minor tail protein (CDS_0030) 31 32 33 34 35 36 37 39 40

——————————— ———————————— | ———1 . E— —
IMGVR_UViG_3300045988_102968|3300045988|Ga0495776_027420:24,411-35,522 (+)

33 34 35

— N S ——— ——
MGV-GENOME-0361398:24,411-35,522 (+)
33 34 35

—  ——— ——  —  — — | ]
IMGVR_UViG_3300045988_122547|3300045988|Ga0495776_131947:23,488-34,460 (+)
31 32 33

IMGVR_UViG_3300045988_121137|3300045988|Ga0495776_131968:22,617-33,548 (+)
34 35 36

——— I e E———
uvig_14771:25,176-36,208 (+)
32 33 34

- 1 "y — — ]
IMGVR_UViG_3300045988_149834|3300045988|Ga0495776_143255(2767-97995:23,828-34,671 (+)
32 33 34 36 37 38

39

I, W, N I, ), R, R, B B, B,

N B I
IMGVR_UVIG_3300014039_000003|3300014039|Ga0116646_1000070: 24,048-37,214 (+)
2728 29 33 34 3536 37 38
I I I S e ————————————
IMGVR_UVIG_3300045988_158862|3300045988|Ga0495776_095902|105-93981: 24,439-42,504 (+)

k 7000 nt |
DNA, RNA and nucleotide metabolism lysis tail unknown function
— L] N

dUTPase
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