
uvig_572697: 33,047-39,999 (+)

34
tail assembly protein (CDS_0035)

36

holin (CDS_0037)

38 39 40 41 42
anaerobic ribonucleoside reductase large subunit (CDS_0043)

44 45 46

MGV-GENOME-0362402: 34,998-41,724 (+)

tail assembly protein 41 43
DNA methyltransferase (CDS_0044)

MTase_II_00130 Type (CDS_0045) 51

MGV-GENOME-0358187: 31,769-39,357 (+)

41 42 capP (CDS_0043)

MGV-GENOME-0361398: 33,541-42,217 (+)

42 43

IMGVR_UViG_3300045988_149834|3300045988|Ga0495776_143255|2767-97995: 32,690-40,300 (+)

41 anaerobic ribonucleoside reductase large subunit (CDS_0045)

IMGVR_UViG_3300029220_000112|3300029220|Ga0168707_100093|827-94820: 34,569-41,442 (+)

42
HNH endonuclease (CDS_0043)

44 anaerobic ribonucleoside reductase large subunit (CDS_0045)
phosphofructokinase (CDS_0050)

MGV-GENOME-0361259: 34,421-41,039 (+)

HNH endonuclease (CDS_0043)
44 45

IMGVR_UViG_3300045988_111934|3300045988|Ga0495776_131923|400-90842: 33,141-41,527 (+)

42 43 capP (CDS_0044)
HNH endonuclease (CDS_0047)

48 anaerobic ribonucleoside reductase large subunit (CDS_0049)

IMGVR_UViG_3300045988_158862|3300045988|Ga0495776_095902|105-93981: 39,027-48,405 (+)

45
anaerobic ribonucleoside reductase large subunit (CDS_0050)

51 anaerobic ribonucleoside reductase large subunit (CDS_0052)

3000 nt

DNA, RNA and nucleotide metabolism lysis other tail unknown function defence (PADLOC)


