endolysin (CDS_0009)
terminase large subunit (CDS_0001) 11
2 3 4 56 7 8]10]1213

—
uvig 64969:1-11,502 (+)
56

COCO-C DD

— m
MGV-GENOME-0258335: 1-9,807 (+)
56 7 8

oD PED

— -
uvig_312:1-14,780 (+)
MTase_lI_00176 Type (CDS_0007)
tRNA-Phe(GAA) 13 15 17
5 6 | 8 910 11 12[14] 16 18 tail length tape measure protein (CDS_0019)

DA D

—
uvig_139925:1-26,495 (+)
MTase_I1_00176 Type (CDS_0007) 13 15 17
5 6 8 910 11 12[14] 16| 22

DA Y

I —
uvig_251393:1-26,760 (+)
PDC-S38_WP_174243465.1 (CDS_0010)
Casp4 flnlshedgenomes (CDS_0012)
MTase_l_00161 Type (CDS_0009)
RM_Type_IIG_Type_lIG_2 (CDS_0008)
MTase_l_00176 Type (CDS_0007) ‘ ‘ Abil__Abili2 (CDS_0014) 20 22 24

5 6 | | 13 15 1617 18 19]21] 23]

— | . I I 1
IMGVR_UViG_3300029495_000311|3300029495|Ga0244015_1000010|42345-109481: 1-35,199 (+)
PDC-$38_WP_174243465.1 (CDS_0010)
Casp4 flnlshed _genomes (CDS_0012)
MTase_l_00161 Type (CDS_0009)
MTase_l_00176 Type (CDS_0007)
RM_Type_IIG_Type_lIG_2 (CDS_0008) 19 21 23
5 6 | | |12 | 1314 1516 17 18[20] 22

I I I 1
IMGVR_UViG_3300029228_000271|3300029228|Ga0167501_100151|2140-67936: 1-33,491 (+)
PDC-$38_WP_174243465.1 (CDS_0010)
Casp4_finishéd_genomes (CDS_0012)
MTase_ll_00161 Type (CDS_0009)
MTase_ll 00176Type (CDS_0007)
RM_Typé_IIG_Type_lIG_2 (C ooo 18 20 22
5 6 | 1| 13 1415 16 17[19] 21

— | . — 1
IMGVR_UViG_3300029700_000207|3300029700|Ga0245207_100035|35827-99950: 1-33,452 (+)
PDC-S38_WP_174243465.1 (CDS_0010)
Casp4_finishéd_genomes (CDS_0012)
MTase_ll_00161 Type (CDS_0009)
MTase_lI_00176 Type (CDS_0007)
RM_Type_IIG_Type_IIG_2 (CDS_0008) 18 20 22
5 6 | | |12 | 13 1415 16 17[19] 21

I I . —_— 1
IMGVR_UViG_3300029733_000263|3300029733|Ga0245176_100036|187227-253278: 1-32,691 (+)
PDC-S38_WP_174243465.1 (CDS_0010)
MTase_I_00161 Type (CDS_0009)
MTase_II_00176 Type (CDS_0007)
RM_Type_IIG_Type_lIG_2 (CDS_0008) 16 18 20
5 6 | | |11 1213 14 15[17] 19]

L { DA D
uvig_86570: 1-31,445 (+)

PDC-S38_WP_174243465.1 (CDS_0010)

MTase_II_00161 Type (CDS_0009)

MTase_I1_00176 Type (CDS_0007)
RM Tﬁﬁlc _Type_lIG_2 (CDS_0008) 17 19 21
5 6 | ] | |1112 1314 1516[18] 20| 23
DD 0D

IMGVR_UVIG. 3300039324 000200/ 33000393241 Ga0169892.00027|9224-73413: 1-32.439 (1)

PDC-S38_WP_174243465.1 (CDS_0010)

Casp4 finished _genomes (CDS_0012)
ThsB1_00002 TIR-like (CDS_0013)
MTase_ll_00161 Type (CDS_0009)
MTase_lI_00176 Type (CDS_0007) —E

RM_Type_IIG_Type_lIG_2 (CDS_0008) 19 21 23
5 6 | | |11 | 14 1516 17 18[20] 22|

— I . I 1
IMGVR_UViG_3300029481_000283|3300029481|Ga0244053_100113|2042-65670: 1-33.860 (+)
PDC-S38_WP_174243465.1 (CDS_0010)
T KwaA_00003 Unknown (CDS_0015)
Casp4_finished_genomes (CDS_0012)
ThsB1_00002 TIR-like (CDS_0013)
MTase_Il_00161 Type (CDS_0009)
acyl carrier protein (CDS_0017)
RM_Type_lIG_Type_IIG_2 (CDS_0008) | FAS-II (VF0809) (CDS_0016)

MTase_I_00176 Type (CDS_0007) ‘ ‘ Abil_AbiLi2 (CD5_0014) 28 30 32

95 5 6 \ il [T | ] | 18 1920 21 22 23 2425 26 27[29] 31|

— | ] L . _§ | 1
uvig_283416:71,271-71,390 (+); 1-43,168 (+)
acyl carrier protein (CDS_0008)
FAS-I1 (VF0809) (CDS_0007)
‘ 10 12 20 22 24

56 9 T11] 13 14 15 1617 18 1921 23]

— — i
uvig_519748:1-33,184 (+)

PDC-$38_WP_174243465.1 (CDS_0010)
Casp4_finish%d_genomes (CDS_0012)
MTase_ll_00161 Type (CDS_0009)
MTase_l_00176 Type (CDS_0007)
RM_Type_IIG_Type_IIG_2(C ooo
5 6 | 'DS-4_DS-4D (CDS_0013)

D D

— [ ] I

MGV-GENOME-0336045: 1-27,436 (+)
PDC-S38_WP_174243465.1 (CDS_0010)

Casp4_finished_genomes (CDS_0012)
ThsB1_00002 TIR-like (CDS_0013)

MTase_ll_00161 Type (CDS_0009)

MTase_l_00176 Type (CDS_0007) —E

RM_Type_IIG_Type_IIG_2 (CDS_0008)
5 6 | | [12 | | 14

D i

I I . I
IMGVR _UViG_ 3300045988 143084|3300045988|Ga0495776_177056: 1-28,068 (+)
PDC-S38_ WP_174243465.1 (CDS_0010)
KwaA_00003 Unknown (CDS_0015)
Casp4-_finished_genomes (CDS_0012)
ThsB1_00002 TIR-like (CDS_0013)

MTase_ll_00161 Type (CDS_0009)
RM_Type_IIG_Type_IIG_2 (CDS_0008) \
MTase_II_00176 Type (CDS_0007) Abil_AbiLi2 (CDS_0014)
5 6 |} | 1 | | | 16

— [ ] I
uvig_227891:1-30,061 (+)
PDC-S38_WP_174243465.1 (CDS_0010)
Casp4 flnlshedgenomes (CDS_0012)
MTase_ll_00161 Type (CDS_0009)
MTase_l_00176 Type (CDS_0007) —El KwaA_00003 Unknown (CDS_0015)
C

RM_Type_lIG_Type_IIG_2 ( , 0008)
integrase (CDS_0006) Abil_AbiLi2 (CDS_0014)
5 \ 11 | 13 | 16

I [ ] — I
uvig_467120: 1-30,346 (+)

PDC-S38_WP_174243465.1 (CDS_0010)

Casp4,finishTed,genomes (CDS_0012)
MTase_ll_00161 Type (CDS_0009)
MTase_l_00176 Type (CDS_0007) —Q
RM_Type_IIG_Type_lIG_2 (CDS_0008)
5 6 | | |11 | 1314

I I I w D
IMGVR_UViG_3300045988_143379|3300045988|Ga0495776_168916: 1-27,847 (+)
PDC-M69A_WP_216276383.1 (CDS_0020)
PDC-S38_WP_174243465.1 (CDS_0010)
KwaA_00003 Unknown (CDS_0015)
Casp4-_finished_genomes (CDS_0012)
ThsB1_00002 TIR-like (CDS$_0013)
MTase_||_00161Type(chﬁ)os» L
MTase_lI_00176 Type (CDS_0007) AblL __AbiLi2 (CDS.0014)
RM_Type_IIG_Type_IIG 2 (C 0008 ‘ ‘ 17 19
5 6 | 1618] | PDC-S04 WP_163235784.1 (CDS_0021)

— N . E—— ——
uvig_131316:1-27,244 (+)

PDC-S38_WP_174243465.1 (CDS_0010)
Casp4 finished _genomes (CDS_0012)
ThsB1_00002 TIR-like (CDS_0013)
MTase_Il_00161 Type (CDS_0009)
MTase_l_00176 Type (CDS_0007) PDC-M69A WP_216276383.1 (CDS_0018)
RM_Type_IIG_Type_IIG_2 (CDS 0008) | 15 17
5 6 | | 11 | |1416] | PDC-504 WP_163235784.1(CDS_0019)

— I . I _—

IMGVR_UVIG_3300045988_152924|3300045988|Ga0495776_181352:1-25,112 (+)

} 10000 nt {

head and packaging integration and excision moron, auxiliary metabolic gene and host takeover tail unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB)
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