
MGV-GENOME-0349285: 49,428-56,995 (+)
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DruM2_00001 DNA (CDS_0077)

78 79 cysH_IV-B_1 (CDS_0080) 81 82

DnaC-like helicase loader (CDS_0083)
replication initiation protein (CDS_0084)
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uvig_249260: 29,781-39,152 (+)
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cysH_IV-B_1 (CDS_0042)

MTase_II_00172 Type (CDS_0043)
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IMGVR_UViG_3300039324_000200|3300039324|Ga0169892_00027|9224-73413: 38,417-46,271 (+)

44 45 47 49

IMGVR_UViG_3300045988_143379|3300045988|Ga0495776_168916: 35,506-43,607 (+)

40 41 42 44 45

IMGVR_UViG_3300029484_000007|3300029484|Ga0244116_100362: 30,071-40,118 (+)

39 40 41 42
radical SAM domain protein (CDS_0043)
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IMGVR_UViG_3300045988_109431|3300045988|Ga0495776_012167: 30,486-37,684 (+)

38 41
replication initiation protein (CDS_0042)

43 45 46

4000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)


