transcriptional activator (CDS_0063)
replication initiation protein (CDS_0059)

endonuclease (CDS_0060) terminase small subunit (CDS_0074)
\ 61 62 64 65 66 67 68 69 70 71 72 terminase small subunit (CDS_0073)
1 ] (RN N SN NN N D — I
uvig_467053:41,969-52,354 (+)
66 74
I — | N S 1 I SN EE—— I B
uvig 554659:40,006-50,116 (+)
75 78
I N — I B BN N | — I S
uvig_389946:48,131-58,113 (+)
65 69

@

IMGVR_UViG_3300045988_082570|3300045988|Ga0495776_177651:39,830-50,106 (+)
62 64 65 66 67

I S BN ——
MGV-GENOME-0303039: 38,225-47,535 (+)
72 76

uvig_381367:45,018-54,896 (+)
80 82 terminase small subunit

— I B —— . . e E— —
uvig_183516:54,843-64,805 (+)

66 68 69 70 71

@

IMGVR_UViG_3300029582_000343|3300029582|Ga0245118_100189(16546-67838:41,774-51,292 (+)
65 66 67

uvig_208105:43,238-52,877 (+)
67 68 72 74

MGV-GENOME-0316708:42,176-52,560 (+)

67 68 69 70 72 74
| S PN N I E— I
MGV-GENOME-0314749:42,536-51 784(+)

65 66 67
|~ ————— I I | I —
MGV-GENOME-0311638:41,611-50, 512 (+)

67 primase (CDS_0068) 69 70

uvig_306706:45,126-54,264 (+)

63 66
e W, [ 5 T g B S O WS o SO W

IMGVR_UViG_3300045988 067169|3300045988|Ga0495776_154761:41,344-47,932 (+)
66 67

o
oo
o
e
~
o
~N
N

terminase large subunit (CDS_0001)

Han_2018_ERR1398079_NODE_69_length_51764_cov_31.864511:41,243-51,764 (+); 1-1,839 (+)
66 67

o
©
o
el

IMGVR_UViG_3300045988_076883|3300045988|Ga0495776_000568:41,270-51,726 (+); 1-1,839 (+)

~
[}
~N
N
~N
N
~
o
~
[N
~
~N

i

IMGVR_UViG_3300045988 063221|3300045988\Ga0495776 077570:44,385-53,674 (+)
72 73 74

~N
(&
~
o
~
~

@

MGV-GENOME-0318995:42,971-53,674 (+)

~N
w
~
o
~
~

78 79

uvig_463226:46,111-56,393 (+)

o
o
o
©
o
o
~
o

@

IMGVR_UViG_3300045988 081196|3SOOO45988\Ga0495776 178328:41,360-50,733 (+)
kinase (CDS_0069)

68 | 70 primase(CDS 0071) 72 73 74 75
S e O S P gy W/ 0 T T T WS iy S W ey W W

SAMEA1906559_al _ct6738:40,273-50,499 (+)
4000 nt i
DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function
I




