RT_III-AM_III-B_2 (CDS_0027)  tRNA-Ser(GCT)
holin (CDS_0030) 39
24 25 26 28 29 31/32 33 34 35363738] 40

I EE—— . I — | —
IMGVR_UViG_3300045988_079212|3300045988|Ga0495776_171464:20,971-32,476 (+)
31

SAMEAL906559_a1 ct6738: 20.971.32.247 (+)
a1 33 37

L 5 __| | S e e e N SR
IMGVR_UViG_3300045988 082570|3300045988|Ga0495776_177651:21,156-30,220 (+)
endolysin (CDS_0029) 31

— | I I S S S N . E—
uvig_250907:21,175-33,179 (+)

31

I I B E— I . N
IMGVR_UViG_330002923/_0003793300029237|Ga0167477_100059|26187-78929: 21.076-32.532 (+)
31 32

— |
uvig_139448:21,076-33,187 (+)
32 33 34 36 kinase (CDS_0037)

—— —
uvig_464789:21,391-32,166 (+)

I N E——
uvig 557151:21,186-32,794 (+)
25 31 32 33 35

—— —
uvig_171039:20,882-33,680 (+)
31

— N I — T ———— W
MGV-GENOME-0311638:20,881-31,657 (+)

31 32

IS N N EE—
MGV-GENOME-0314749:20,890-32,581 (+)

— ]
MGV-GENOME-0318995:21,122-31,990 (+)
31 32 33 34 35 36

— -— B ——— ——————— ]
uvig_306706:20,926-38,435 (+)

31 32 33 34

IS S EE—
uvig 208105:21,154-35,051 (+)

—
uvig_183516:21,103-45,595 (+)

—
uvig 171130:21,021-40,925 (+)
MazEF__MazF (CDS_0044)
31 32 33 34 35 36 37 38 39 40 41 42 43 [ 45

— L
uvig_136739:21,175-44,851 (+)
41
31 32 33 34 35 38 394042

—— — —— ——— — —————— ]
uvig_463226:21,341-35,849 (+)

34 36
32 33 Ps5[a7 4 42 43

_— I S — e oo d et o o L e —————————
IMGVR _UViG_3300045988_076883|3300045988|Ga0495776_000568:22,887-34,177 (+)
9000 nt !
DNA, RNA and nucleotide metabolism lysis other unknown function defence (DefenseFinder) tRNA pseudogene
— I I I




