
MGV-GENOME-0318995: 35,676-43,900 (+)

48 49 50
oMTase_00015 orphan (CDS_0051)

52 53 54 55 56 57 58 59 60 61 62 63 64 endonuclease

MGV-GENOME-0316708: 34,456-43,105 (+)

43 51 52 53

IMGVR_UViG_3300045988_043031|3300045988|Ga0495776_000310: 33,893-43,105 (+)

41 42 49 50 51 52 53

IMGVR_UViG_3300045988_057994|3300045988|Ga0495776_114382: 33,806-42,898 (+)

45 49 50 51 52

IMGVR_UViG_3300045988_063221|3300045988|Ga0495776_077570: 34,747-43,900 (+)

53 54 55 56 57

uvig_381367: 37,159-45,947 (+)

oMTase_00015 orphan (CDS_0051)
DNA methylase (CDS_0052)

54 55 56 57 58

uvig_554659: 32,618-40,935 (+)

46 50 51 52

uvig_250907: 35,701-43,874 (+)

47 53 54 55

uvig_389946: 40,840-47,634 (+)

56 59 61

uvig_556619: 35,583-42,870 (+)

50 52 54 56 60

uvig_557151: 34,907-42,871 (+)

46 53

IMGVR_UViG_3300045988_067169|3300045988|Ga0495776_154761: 33,615-41,347 (+)

48 52

Han_2018_ERR1398079_NODE_69_length_51764_cov_31.864511: 34,150-42,160 (+)

47 52

IMGVR_UViG_3300045988_076883|3300045988|Ga0495776_000568: 34,177-42,187 (+)

52

uvig_306706: 39,181-45,129 (+)

51 52 53 54

IMGVR_UViG_3300029582_000343|3300029582|Ga0245118_100189|16546-67838: 32,920-41,777 (+)

48 51 52 53 54

IMGVR_UViG_3300045988_079206|3300045988|Ga0495776_095317: 34,219-41,220 (+)

50 51 53

MGV-GENOME-0314749: 34,219-41,220 (+)

50 51

uvig_171130: 40,918-51,353 (+)

49 50
phosphoadenosine phosphosulfate reductase (CDS_0051)

56 DNA methyltransferase (CDS_0057)
oMTase_00015 orphan (CDS_0058)

DNA methyltransferase (CDS_0059)

60 61 62 63

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (PADLOC)


