dUTPase (CDS_0050)
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Han_2018_ERR1398079_NODE 69 _length_51764 _cov_31. 864511 32,287-40,614 (+)
47 48
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IMGVR_UViG_3300045988_076883|3300045988|Ga0495776_000568: 32,314-40,641 (+)

oMTase_00015 orphan (CDS_0043)

DNA methyltransferase (CDS_0041)
40 \ 42 DNA methylase (CDS_0044) 48
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MGV-GENOME-0303039: 28,078-36,579 (+)
oMTase_00015 orphan (CDS_0047)
45 46 48 50
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\MGVR UViG_3300045988_067169|3300045988|Ga0495776_154761:31,070-39,799 (+)

oMTase_00015 orphan (CDS_0062)
52 55 56 60 61 63
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uvig_136739:44,576-53,594 (+)

46 47 ~0MTase_00015 orphan (CDS_0048) 52 53
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IMGVR_UViG_3300029237_000379|3300029237|Ga0167477_ 100059126187 78929:32,525-41,366 (+)
oMTase_00015 orphan (CDS_0048)
43 4546 47 'DNA methylase (CDS_0049)
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MGV-GENOME-0285827:31,914-41,007 (+)
45 46 oMTase_00015 orphan (CDS_0047) 50
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IMGVR_UViG_3300045988 057994|3300045988|Ga0495776_114382:32,182-41,023 (+)
45 DNA methyltransferase (CDS_0046) oMTase_00015 orphan (CDS_0047)

E

— — — - —— — — ——— —
uvig_467053:32,182-41,023 (+)

4647 48 oMTase_00015 orphan (CDS_0049) 55
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uvig_250907:33,172-41,360 (+)
oMTase_00015 orphan (CDS_0057)
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uvig 389946:39,010-47,404 (+)
48 49 50 56

uvig_556619:33,632-41,322 (+)
41 46 48 49
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uvig 557151:32,791-40,485 (+)
oMTase_00015 orphan (CDS_0049)
cysH_IV-B_1(CDS_0042) 43 DNA methyltransferase (CDS_0047) 48 DNA methyltransferase (CDS_0050)
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SAMEA1906559_al ct6738:31,333-39,357 (+)

oMTase_00015 orphan (CDS_0048)

38 39 45 46 47 _DNA methylase (CDS_0049)
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IMGVR_UViG_3300045988_082570|3300045988|Ga0495776_177651:29,948-37,037 (+)
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