
MGV-GENOME-0315753: 26,522-36,532 (+)

31 32 33 34
kinase (CDS_0035)

36 37 38 39 40 41 42 43 44 45 46
oMTase_00015 orphan (CDS_0047)

48

IMGVR_UViG_3300045988_081196|3300045988|Ga0495776_178328: 26,522-36,532 (+)

39 40 41 46

uvig_464789: 29,752-37,947 (+)

41
phosphoadenosine phosphosulfate reductase (CDS_0042)

43

IMGVR_UViG_3300045988_063221|3300045988|Ga0495776_077570: 30,268-38,964 (+)

35 36 42 43 44 48

MGV-GENOME-0318995: 30,268-38,964 (+)

42 43 44 47

uvig_136739: 42,434-50,902 (+)

49 53 54 55 56 63

uvig_463226: 35,694-39,718 (+)

46
phosphoadenosine phosphosulfate reductase (CDS_0047)

48 49

MGV-GENOME-0285827: 31,133-38,046 (+)

39 40 43 4546 oMTase_00015 orphan (CDS_0048) DNA methylase (CDS_0049)

uvig_171130: 38,486-43,705 (+)

50
phosphoadenosine phosphosulfate reductase (CDS_0051)

uvig_554659: 28,326-33,535 (+)

38 39 40

IMGVR_UViG_3300045988_082570|3300045988|Ga0495776_177651: 26,282-32,987 (+)

31 tRNA-Ser(GCT) 34 38 39 40

uvig_389946: 37,952-41,760 (+)

48 49

uvig_381367: 34,081-38,076 (+)

43 44

SAMEA1906559_a1_ct6738: 29,697-36,846 (+)

cysH_IV-B_1 (CDS_0042) 43 44
DNA methyltransferase (CDS_0047)

48

4000 nt

DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) defence (PADLOC) tRNA


