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cmlA_floR-NCBIFAM CmlA/FloR family chloramphenicol efflux MFS transporter (NFO33134.0) (CDS_0032)

29 30 31 33 T6S5-11 (VF0783) (CDS_0034)

I — N N E— I I I S— I N I
uvig_76619:24,970-40,879 (+)

PDC-505_WP_205747975.1 (CDS_0029) 30 31
oL —O+T OO OO—CT T b— ¢ DO T
MGV-GENOME-0258495: 23,540-33,283 (+)

42 43 44 45 46 47
R BN A & ]

I N S A

MGV-GENOME-0318998: 35,469-45,009 (+)
PDC-513_WP_097300085.1 (CDS_0033)

24 30 31 32 34 35 Erf-like ssDNA annealing protein (CDS_0040)

N — N E—— E— I e N B S E— e
uvig_156887:25,463-36,066 (+)

PDC-$13_WP_097300085.1 (CDS_0032)
29 30 31 33 34

_— — . R —
MGV-GENOME-0263128:25,469-35,756 (+)

4 45 46
L e — L H | L’ N | -
vig_565629:37,634-46,014 (+)

PD-Lambda-1_WP_005960421.1 (CDS_0029) 33 36 37 38 40 44
a— 0D L O Poc—LbbbiED
Ma_2019_SRR341589_NODE _262_length 45054 cov_5.487189: 28,397-39,798 (+)

29
B _1 1 |
MGV-GENOME-0247404: 24,773-31,055 (+)
29 30 31
. I B - N —

L )
uvig_18858:25,156-33,615 (+)
PDC-S05_WP_190995815.1 (CDS_0029)
25 26 27 30 31 32

I I N R
MGV-GENOME-0260310: 25,247-33,337 (+)
PDC-S05_WP_205747975.1 (CDS_0029)
26 27 28 30 31 32

—— E—
uvig 158031:22,387-34,138 (+)

6000 nt i
DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)
I




