anti-CRISPR-Cas evasion by DNA repair (AP1S120) (CDS_0035)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrllA7) (CDS_0023)
endolysin (CDS_0025) replication terminator (CDS_0033)
internal virion protein (CDS_0015) holln (Cszi) DrmMI1_00009 DrmM||TCDs_oo‘31)
17 DNA blndlng protein (CDS 0028)
12 13 14 16] 18 19 20 21T 27 2930 | 32| 34 36

[ I S S
IMGVR_UViG_3300045988_091758|3300045988|Ga0495776_027514:9,792-36,484 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (Acrl1A7) (CDS_0022)
holln 1 (CDS_0023)
‘ Transpdsase (CDS_0026)
19 20T

24 \ DNA binding protein (CDS_0027)
S | 0 s WO s SN W O s S —
MGV-GENOME-0280349: 9,825-36,510 (+)

17 18

Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrllA7) (CDS_0022)
transposase (CDS_0026)
endolysin (CDS_0024)
holin (CDS_0023)
AN
17 18 19 20[

27] DNA binding protein (CDS_0029)

) S s ) S S B S S W S R S —
IMGVR_UViG_3300014558_000168|3300014558|Ga0134417_100140|1-43183:10,987-37,417 (+)

Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrIIA7) (Cbs_0022)
holln CDs_0023)

transposase (CDS_0026)
19 20T 27 28  DNA binding protein (CDS_0029)

(N S Y N N DN BN e e —— B e I ——
MGV-GENOME-0289110: 10,987-38,314 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrllA7) (CDS_OOZZ)
endolysin (CDS_0024)
holin (CDS_0023)

21
18 19 20] 26 27 28

(N S R A N N U [ U U S E— I —
MGV-GENOME-0298353: 10,987-37,164 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
endolysin (CDS_0024)
holin (CDS_0023)
21 ‘ T \ DNA binding protein (CDS_0027)

18 19 20[ | |transposase (CDS 0026)

I A E— . — 0 R S e
IMGVR_UViG_3300045988_096389|3300045988|Ga0495776_002437:10,986-36,522 (+)

Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrIIA7) (CDs_0022)
hoI|n CDs_0023)
transposase (CDS_0026)
19 on

18 27 28 DNA binding protein (CDS_0029)
(N S Y N P R W U NN S s —— I —
MGV-GENOME-0286522: 10,987-37,737 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrllA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)
22 | [ DNA binding protein (CDS_0028)
18 19 202,1TH\ | 27 T 33

I I E— — ——— S 5 S —
IMGVR_UViG_3300045988 092956|3300045988|Ga0495776_071270:10,961-36,195 (+)

Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
holin (CDS_0023)
21 DNA binding protein (CDS_0029)
18 19 20[ 26 27 28]

(NN I S N | —1 &I’ ] 11 = T
IMGVR_UViG_3300029612_000155|3300029612|Ga0245127_100717: 10,943-37,489 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrllA7) (CDS_0022)
holin (CDS_0023)
oLl |
18 19 20[ 26 27

I N — A — o B W S S N S —
IMGVR_UViG_3300045988_098074(3300045988|Ga0495776_173393: 10,987-35,142 (+)

Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrllA7) (CDS_0022)
DNA binding protein (CDS_0028)
holln CDS_0023)

transposase (CDS_0026)
19 on 127 31

(N S R L e I I
MGV-GENOME-0280743: 10,987-36,594 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
endolysin (CDS_0024)
holin (CDS_0023)
21 | ftransposase (CDS_0026)
18 19 20[ | ] 27 DNA binding protein (CDS_0028)

N e ey S [ S B S E— e T B —
IMGVR_UViG_3300007353_000222|3300007353|Ga0104758_100435|7558-52438: 10,987-39,392 (+)

Control_protein_00002 control (CDS_0025)

anti-CRISPR-Cas (AcrlIA7) (CDS_0022)

endolysin (CDS_0024)

holin (CDS_0023)

19 2021 | [ | | 26 DNAbinding protein(CDS_0027)

18

(NN S N A A N S N B SN 00 D S
MGV-GENOME-0275501: 10,954-35,810 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrllA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)
22 ‘ Ferrous iron transport (VF0985) (CDS_0028)

19 20 giT transposase (CDS,W27)

1 1 S N
IMGVR_UViG_3300029360_000455|3300029360|Ga0243814_1000253|25253-67777:10,987-36,736 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrllA7) (CDS_0022)
transposase (CDS_0027)

holln CDS 002 )
18 19 20T Tzs DNA binding protein (CDS_0028)

(NN S N A A N P . | E—— I —
MGV-GENOME-0279344: 10,987-36,332 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrllA7) (CDS_0022)
holin (CDS_0023)
21 DNA binding protein (CDS_0027)
18 19 20[ | 26 T 30

(N [ N N A I S e W — /N S
MGV-GENOME-0277923:10,987-36,027 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
endolysin (CDS_0024)
holin (CDS_0023)
21 | | DNA binding protein (CDS_0027)

18 19 @T transposase (CDS_0026)

L ——————————— >SS T ——

IMGVR_UViG_3300045988_092494|3300045988|Ga0495776_109757:11,029-35,588 (+)
Control_protein_00002 control (CDS_0025)

anti-CRISPR-Cas (AcrllA7) (CBS_OOZZ)
endolysin (CDS_0024)
holin (CDS_0023)
21

18 19 20[ ‘ 26 DNA binding protein (CDS_0027)

(N [ A
IMGVR_UViG_3300045988_028647|3300045988|Ga0495776_109821:11,020-36,467 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
endolysin (CDS_0024)
holin (CDS_0023)
21
19 20[ ‘ ‘ 26  DNA binding protein (CDS_0027)

s W s N S N ES— - — T B e—
MGV GENOME O277367 10,640-36,090 (+)

Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (Afcrl 1A7) (CDS_0022)
endolysin (CDS_0024)
holin (CDS_0023)
21
19 20[ ‘ ‘ 26  DNAbinding protein (CDS_0027)

I | L ) /I O
IMG\/R UViG_3300045988 086372|3300045988\GaO495776 113667:10,954-35,004 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
DNA binding protein (CDS_0027)
hoI|n CDS_0023)
transposase (CDS_0026)

18 19 20T ‘ T '\ 32

(NN S S S — | I S . — N U S ———
MGV-GENOME-0280744: 10,954-36,615 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrllA7) (CDS_0023)
holin (CDS_0024)

22
14 19 20 21] ‘ T 25 ‘ 27 28 DNA binding protein (CDS_0029)

IMGVR_UViG_3300045988_034159|3300045988|Ga0495776_027951: 10,987-36,432 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrllA7) (CDS_0022)
endolysin (CDS_0024)
holin (CDS_0023)
21
18 19 20[ ‘ ‘ 26 27 DNA binding protein (CDS_0028)

N | e ———————————————————————————————————————————————————————t R T I I —
IMGVR. UVIG. 3300014540.000007|3300014540/Ga01 34446 100207: 11,035 36,380 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
DNA binding protein (CDS_0028)
endolysin (CDS_0024)
holin (CDS_0023)
21 | transposase (CDS_0026)
18 19 20] | | | 27 | replication terminator (CDS_0033)

(N S S
IMGVR_UViG_3300045988_096862|3300045988|Ga0495776_002108: 10,987-36,257 (+)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
endolysin (CDS_0024)
holin (CDS_0023)
21
18 19 20[ 25

(N I N A A N D N S SN S —
MGV-GENOME-0308431:10,984-34,691 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
endolysin (CDS_0024)
holln (CDWZQ)
DNA blndlng protein (CDS_0027)
18 19 on 30

(N I S N S N W —— I - I —
MGV-GENOME-0237107: 10,984-28,977 (+)

Control_protein_00002 control (CDS_0026)

anti-CRISPR-Cas (AcrllA7) (CBS_0023)
endolysin (CDS_0025)
holln (CDs_0024)
‘ TDNA blndlng protein (CDS_0028)

18 19 20 21T DNA methyltransferase (CDS_0031)

(N [ I . — I -_— I —
MGV-GENOME-0278838: 10,857-36,234 (+)
Control_protein_00002 control (CDS_0023)
anti-CRISPR-Cas (AcrllA7) (CDS_0020)
DNA blndlng proteln (CDS_0025)
transposase (CDS_0024)

holin (CDS 0021)
18 19| | 22 DruM2_00001 DNA (CDS_0028)

(NN [ N S S S I W O e S —
MGV-GENOME-0284208: 10,987-27,089 (+)
Control_protein_00002 control (CDS_0027)
anti-CRISPR-Cas (AcrllA7) (CDS_0024)
endolysin (CDS_0026)
holin (CDS_0025)

19 T2122] ‘ T ‘ ‘ 28 DNA binding protein (CDS_0029)

L L —————————————————~———————r——— T~ T v—
IMGVR_UViG_3300045988_027092|3300045988|Ga0495776_001011: 11,095-35,935 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)

18 T2021] ‘ ‘ 27  DNA binding protein (CDS_0028)

(N S N A | B — I I —
IMGVR_UViG_3300045988_089547|3300045988|Ga0495776_070661: 10,987-35,885 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
holln (CDs_0024)
19 transposase (CDS_0027)
18 T20 21T DNA binding protein (CDS_0028)

(N [ A
MGV-GENOME-0279386: 10,954-36,341 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
holin (CDS_0024)

18 T2021] ‘ T 25 ‘ 27  DNAbinding protein (CDS_0028)

N S |
IMGVR_UViG_3300045988_034164|3300045988|Ga0495776_027886: 10,954-36,382 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrllA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)

13 18 T2021] ‘ T ‘ ‘ 27  DNAbinding protein (CDS_0028)
(I O ) b S A O e v v B B I, B,
L e oo e o ——————— e ———————————————— | | | RN NN S —
IMGVR_UViG_3300045988_034124|3300045988|Ga0495776_002168:9,759-36,341 (+)

Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
holin (CDS_0023)
21 | transposase (CDS_0026)
18 19 @T 27 DNA binding protein (CDS_0028)

L L~ —————————————————————————————————————————rrrmrrraT b s —
IMGVR_UViG_3300029692 000268|3300029692|Ga0245170_100133|21517-64757: 10,954-37,471 (+)
anti-CRISPR-Cas (AcrlIA7) (CDS_0024)
holln (CDS_0025)
iex i
19 T21 22T 26 Control_protein_00002 control (CDS_0027)

| 1 e S S N E—
IMGVR_UViG_3300029686_000244[3300029686|Ga0245204_100010|228115-267922: 10,986-34,042 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
endolysin (CDS_0024)
holin (CDS_0023)
21
18 1920] ‘ 26  DNAbinding protein (CDS_0027)

L L e T T —————————————~————— e —
IMGVR_UViG_3300045988_020104|3300045988|Ga0495776_113868: 10,987-35,062 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)

endolysin (CDS_0024)
holin (CDS_0023)

21
18 1920

‘ ‘ 26 DNA binding protein (CDS_0027)

(N N N R N D N S S BN SR O E— T —
MGV-GENOME-0226163:10,954-27,139 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
T DNA binding protein (CDS_0028)
holin (CDS_0024)
22 ‘ Ttransposase (CDS_0027)

18 T2021T | T | 34

(N [ N N
MGV-GENOME-0279603: 10,954-35,463 (+)
Control_protein_00002 control (CDS_0026)
endolysin (CDS_0025)
holin (CDS_b024)
23
18 19 T 2122] 27  DNA binding protein (CDS_0028)

(NN S Y A A N B B BN — L I —
MGV-GENOME-0277203: 10,987-35,877 (+)
anti-CRISPR-Cas (AcrIIA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)

18 1T92021T ‘ T ‘

(N [ N A 5 " ' ;N ;N ] S
MGV-GENOME-0313901: 10,984-34,751 (+)
Control_protein_00002 control (CDS_0027)
endolysin (CDS_0026)
holin (CDS_0025)

20 23
18 19 T21 272T274T ‘ ‘ 28 DNAbinding protein (CDS_0029)

(N S Y
IMGVR_UViG_3300045988 030357|3300045988|Ga0495776_094708: 10,987-37,209 (+)
Control_protein_00002 control (CDS_0027)
anti-CRISPR-Cas (AcrllA7) (CDS_0024)
endolysin (CDS_0026)
holin (CDS_0025)

18 19 T2122] ‘ T ‘ ‘ 28  DNA binding protein (CDS_0029)

I I I E— I S — S S R SR
IMGVR_UViG_3300045988_031084/3300045988|Ga0495776_002237:10,950-36,440 (+)

Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrllA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)

19
18 T20 21T 27 35

L L —————— [ — 0 & ;4 " § ] T —
MGV-GENOME-0275430: 10,984-36,499 (+)
Control_protein_00002 control (CDS_0027)
endolysin (CDS_0026)
holin (CDS_0025)
20 23 T ‘ ‘
17 18 19 T2122] 24 28 DNA binding protein (CDS_0029)

| S S I N B E— DU NN D
IMGVR_UViG_3300045988_075953|3300045988|Ga0495776_001055: 9,792-35,741 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)

22 | [ DNA binding protein (CDS_0028)

18 19 2021[ ‘ T | | 27 T 31 35

(N S A A N B S S S
MGV-GENOME-0278669:10,954-35,279 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrllA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)

22
18 19 2021[ 27 28

(N S N A I D S B S S S — I —
MGV-GENOME-0304546: 10,843-36,160 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)
19 21
18 T 20722 27 28 29 30 DNAbinding protein (CDS_0031)

—r . __ T _—_—— ——————— — ——— — — — /" |} " — ¢’ — & § |} — — o ]
IMGVR_UViG_3300045988_099771|3300045988|Ga0495776_099620:10,987-38,386 (+)

Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrllA7) (CDS_0022)
endolysin (CDS_0024)
holin (CDS_0023)
AN
17 1819 [21 26 DNA binding protein (CDS_0027)

| S N
MGV-GENOME-0232487:9,792-28,068 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
metallo-phosphoesterase (CDS_0027)
holin (CDS_0023)

21 integrase (CDS_0028)

18 19 20[ 24 26 | 29 30 31 DNA binding protein (CDS_0032)

(N S A A | —Fr '/ ;3B | — —— ;9§ ] I T
IMGVR_UViG_3300029772_000008|3300029772|Ga0245166_100548: 10,954-41,367 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrllA7) (CDS_0022)
holin (CDS_0023)
21
18 19 20[ ‘ ‘ 26 27 28 29 30 31 32 33 DNA binding protein (CDS_0034)

(N S —|
IMGVR_UViG_3300029782_000178|3300029782|Ga0245253_100776: 10,987-40,713 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrIIA7) (Cbs_0022)
hoI|n CDS_0023)

11 17 18 19 ZOT ‘ T 24 ‘ 26 DNA binding protein (CDS_0027)

- N N S

IMGVR_UViG_3300029786_000008|3300029786|Ga0243817_1000693: 8,982-36,411 (+)

Control_protein_00002 control (CDS_0025)

anti-CRISPR-Cas (AcrllA7) (CDS_0022)
endolysin (CDS_0024)
holin (CDS_0023)

21DNA binding protein (CDS_0027)

18 1920 | | | |26 MazF-like growth inhibitor (CDS_0034)

(N S S — N N . . I I
MGV-GENOME-0244131:10,987-34,550 (+)
Control_protein_00002 control (CDS_0020)
anti-CRISPR-Cas (AcrllA7) (CBS_0017)
endolysin (CDS_0019)
holin (CDS_0018)

6 7 8 12 114 15] ‘ T ‘ 21 DNAbinding protein (CDS_0022)

| S N A
MG\/ GENOME-0253313:6,116-31,551 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrllA7) (CDS_0022)
endolysin (CDS_0024)
holln (CDS_0023)

18 19 2oT ‘ T ‘ 26 2728 32

(N S S
IMGVR_UViG_3300045988_084864|3300045988|Ga0495776_128525: 9,285-34,487 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
holin (CDS_0023)
21 ‘ -‘?:ranspc‘)sase (CDS_0026)

18 19 20[ 27

(N [ N A I N RN [ S S S S S
MGV-GENOME-0291274:10,987-35,761 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
endolysin (CDS_0024)
holln (CDS_0023)

27
18 19 20T ‘T ‘ ‘ 26 28 30 oMTase 00015 orphan (CDS_0031)

(NN [ N A N N SO NN S —
MGV-GENOME-0313234: 10,951-36,409 (+)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
endolysin (CDS_0024)
holln (cps_6023)

18 19 20T ‘ T 2526

(N S Y NN S N N N O D N S —
MGV-GENOME-0299270: 10,951-35,010 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrllA7) (CBS_OOZS)
endolysin (CDS_0025)
holin (CDS_0024)

18 T2021] ‘ T ‘ ‘ 27 DNAbinding protein (CDS_0028)

L o e ——————————————————————
IMGVR_UViG_3300045988_085763|3300045988|Ga0495776_007167: 10,987-34,496 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
holin (CDS_0023)
21 | “[transposase (CDS_0026)
18 19 20[ 24 | '27DNA binding protein (CDS_0028)

L L e T T T ———
IMGVR_UViG_3300029885_000283|3300029885|Ga0245329_100262|39541-81020: 10,986-35,813 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrllA7) (CBS_OOZZ)
endolysin (CDS_0024)
holin (CDS_0023)
21
17 18 19 20] ‘ T ‘ ‘ DNA binding protein (CDS_0026)

| N [ I ——— . P
MGV-GENOME-0269937:9,789-34,472 (+)
Control_protein_00002 control (CDS_0025)
endolysin (CDS 0024)
holin (CDS_0023)
22
19 20 21] ‘ 26 DNA binding protein (CDS_0027)

1 1
IMGVR_UViG_3300045988_038276|3300045988|Ga0495776_008009: 11,434-34,646 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)

endolysin (CDS_0024)
holin (CDS_0023)

21
19 20]

‘ 26  DNA binding protein (CDS_0027)

N 1 — P S W — O
MGV-GENOME-0271267:10,915-34,972 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrllA7) (CDS_OOZZ)
endolysin (CDS_0024)
holin (CDS_0023)
21
18 19 20[ ‘ ‘ 26 DNA binding protein (CDS_0027)

| S N N A
IMGVR_UViG_3300045988_083959|3300045988|Ga0495776_007543: 9,720-34,972 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrllA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)

19 22
18 T2021] 27 28

(N [N N S DL e b B i e e e e )
MGV-GENOME-0298868: 10,987-35,575 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
endolysm (CDS_0025)
holln (cDs_0024)

18 Tzo;ﬂ ‘ T ‘ ‘ DNA binding protein (CDS_0028)

N I N N  —— T
IMGVR_UViG_3300045988_031929|3300045988|Ga0495776_173070: 10,987-35,575 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
endolysin (CDS_0024)
holln (CDsté)
‘ T DNA binding protein (CDS_0027)
18 19 ZOT transposase (CDS 0026)

| N S
MGV-GENOME-0345226: 9,858-35,474 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)
endolysin (CDS_0024)
holln (CDS_0023)

18 19 20T ‘ T ‘ 26 DNA binding protein (CDS_0027)

I I — I N W S S B s S
IMGVR_UViG_3300045988_020280|3300045988|Ga0495776_156068:11,053-35,474 (+)

Control_protein_00002 control (CDS_0025)
endolysin (CDS_0024)
holin (CDS_0023)
21 | DNAbinding protein (CDS_0027)
18 19 2,0T2J | | 26 T 32

(N 1 S
IMGVR_UViG_3300045988_080935|3300045988|Ga0495776_001103: 10,955-34,917 (+)
Control_protein_00002 control (CDS_0025)

endolysin (CDS_0024)
holin (CDS_0023)
21
18 19 20[22 ‘ 26 DNA binding protein (CDS_0027)
N N B S— T

L
MGV-GENOME-0277691: 10,987-35,982 (+)
Control_protein_00002 control (CDS_0025)
endolysin (CDS_0024)
holin (CDS_0023)
21
18 19 270T22T ‘ ‘ 26 DNA binding protein (CDS_0027)

| Y
MGV-GENOME-0274856:9,792-35,342 (+)
Control_protein_00002 control (CDS_0025)
endolysin (CDS_0024)
holin (CDS_0023)
21
18 19 20] 22T ‘ ‘ 26 DNA binding protein (CDS_0027)

[ S A A
IMGVR_UViG_3300045988_031081|3300045988|Ga0495776_025289:10,987-35,342 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrIIA7) (Cbs_0022)
endolysm (CDS 0024)
holln (cps_0023)
DNA blndlng protein (CDS_0027)
18 19 20T 6 | replication terminator

(NN S | I . — 1
MGV-GENOME-0245816: 10,955-33,735 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
hoI|n (CDS_0024)
‘ -"DNA blndlng protein (CDS_0028)
18 19 2021T T 31
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MGV-GENOME-0271922:10,987-34,518 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)
22
18 19 2021] ‘ ‘ 27  DNAbinding protein (CDS_0028)

(N [ S — | N N B — I
MGV-GENOME-0272309: 10,954-34,944 (+)
Control_protein_00002 control (CDS_0026)
endolysin (CD§_0025)
holin (CDS_0024)
22
19 2021[ 23 ‘ ‘ _DNA binding protein (CDS_0027)

| 1 SN — 0
IMGVR_UViG_3300010278_000413|3300010278|Ga0129311_1000030|74213-115169: 11,450-35,163 (+)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)
22
18 19 2021] ‘ DNA methyltransferase (CDS_0028)
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MGV-GENOME-0312934: 10,987-33,642 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrlIA7) (CDS_0022)

endolysin (CDS_0024)
holin (CDS_0023)

21 | | DNA binding protein (CDS_0027)

19 20[ ‘ T | | 26 T 30 SspD_00001 SspD (CDS_0031)
| N — I —

(N 1 Y S
MGV-GENOME-0278764:10,955-35,324 (+)
Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (AcrllA7) (CDS_0022)
endolysin (CDS_0024)
holin (CDS_0023)
21
18 19 20[ ‘ ‘ 26 DNA binding protein (CDS_0027)
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IMGVR_UViG_3300029712_000352|3300029712|Ga0245206_100503|3-41292: 10,987-34,603 (+)

Control_protein_00002 control (CDS_0025)
anti-CRISPR-Cas (&rIIAﬂ (cbs_0022)
endolysin (CDS_0024)
holin (CDS_0023)
21
18 19 20[ ‘ ‘ 26 DNAbinding protein (CDS_0027)
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MGV-GENOME-0276494: 10,945-34,835 (+)
Control_protein_00002 control (CDS_0027)
anti-CRISPR-Cas (AcrlIA7) (CDS_0024)
endolysin (CDS_0026)
holin (CDS_0025)
23
18 20 2122]

‘ 28 DNA binding protein (CDS_0029)

(N S e
MGV-GENOME-0262562:10,987-32,214 (+)
Control_protein_00002 control (CDS_0027)
anti-CRISPR-Cas (AcrllA7) (CBS_0024)
endolysin (CDS_0026)
holin (CDS_0025)

15 19 T2122] ‘T ‘ ‘ 28 DNAbinding protein (CDS_0029)
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MGV-GENOME-0276218: 10,951-34,953 (+)

Control_protein_00002 control (CDS_0026)

anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)

19 22 ‘

18 T2021] 27 DNAbinding protein (CDS_0028)

(NN S S
MGV-GENOME-0276640: 10,951-35,039 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrllA7) (CDS_0023)

endolysin (CDS_0025)
holin (CDS_0024)

18 T2021] ‘ T ‘ ‘ 27 DNAbinding protein (CDS_0028)

W/R,UVIG,ZSSOOOES988,079971|3300045988\6304957767001088: 10,951-35,039 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CBS_OOZS)
endolysin (CDS_0025)
holin (CDS_0024)

18 T2021] ‘ T ‘ ‘ 27  DNAbinding protein (CDS_0028)
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MGV-GENOME-0278903: 10,987-33,430 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrllA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)
22 | [ DNA binding protein (CDS_0028)

19 ZOQT‘T\ | 27 T 33
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MGV-GENOME-0278668: 10,987-34,302 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)
22 ‘

19 20 21T ‘ 27 DNA binding protein (CDS_0028)
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IMGVR_UViG_3300045988_092210|3300045988|Ga0495776_027436:9,792-34,302 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)

19
18 Tzozﬂ‘ ‘ ‘ 27  DNAbinding protein (CDS_0028)
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MGV-GENOME-0277386: 10,954-33,547 (+)
Control_protein_00002 control (CDS_0024)
anti-CRISPR-Cas (AcrllA7) (CDS_0021)
endolysin (CDS_0023)
holln (CDSTO22)

17 18 19T ‘T ‘ ‘ 25 DNAbinding protein (CDS_0026)

| S (U U S — -_—
MGV-GENOME-0245465:9,792-27,570 (+)
Lamassu-Fam__ LmuB_SMC_Cap4_nuclease_Il (CDS_0031)
Control_protein_00002 control (CDS_0025)
Erf-like ssDNA annealing protein (CDS_0030)
anti-CRISPR-Cas (AcrllA7) (CDS_0022)
holin (CDS_0023)

21 27
18 19 20 ‘ T 24 ‘%T 28 29 32 33 34  DNAbinding protein (CDS_0035)

N
IMGVR_UViG_3300029713_000355|3300029713|Ga0245252_100231|1-49324: 10,987-43,534 (+)
anti-CRISPR-Cas (AcrllA7) (CDS_0023)

holin (CDS_0024)
22‘ 25
18 192021[ | | [26

|

i

i
|
|
—
\

N —
MGV-GENOME-0260786:10,987-32,750 (+)

anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
19 2
T2021]

18 “holin (CDS_0024)

T I E— E—
IMGVR_UViG_3300045988_089404|3300045988|Ga0495776_127819:10,987-33,311 (+)

Tad2 anti-Thoeris (APIS029) (CDS_0023)
holin (CDS_0024)

18 19 20T22‘ Tzs
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IMGVR_UViG_3300045988_095548|3300045988|Ga0495776_169978: 10,987-34,706 (+)
anti-CRISPR-Cas (AcrllA7) (CDS_0022)
endolysin (CDS_0024)
holin (CDS_0023)
21 ‘
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MGV-GENOME-0273096: 10,987-34,753 (+)

Control_protein_00002 control (CDS_0025)
holin (CDS_0023)

21
18 19 270T272T 24 ‘ transposase (CDS_0026) replication initiation protein (CDS_0033)

MGV-GENOME-0296710: 10,954-35,904 (+)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
19 21
18 T20]22| holin (CDS_0024)
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MGV-GENOME-0252390: 10,988-33,311 (+)

Control_protein_00002 control (CDS_0026)

anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
SspD_00001 SspD (CDS_0030)
endolysin (CDS_0025)
holin (CDS_0024)
22 28 | 31

18 1,9@@‘ ‘ 27 29| [32

1 1 |
IMGVR_UViG_3300045988_094721|3300045988|Ga0495776_072171:10,954-36,688 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
SspD_00001 SspD (CDS_0030)
endolysin (CDS_OOZS)
holin (CDS_0024)

22 28
18 19 2021[ 27 29 | [32

| |
MGV-GENOME-0270194: 9,759-36,688 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
endolysin (CDS_0025)
holin (CDS_0024)

22 29
18 19 2021] 27 28[30

1
IMGVR_UViG_3300045988_095281|3300045988|Ga0495776_025902: 10,954-35,823 (+)
anti-CRISPR-Cas (Acrl 1A7) (CDS_0022)
endolysm (CDS_0024)
holin (CDS_0023)
brmMII _00009 DrmMiII (CDS_0028)

1 19 ZOT‘ 25 26 27 replication terminator (CDS_0030)
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MGV-GENOME-0269086: 10,987-36,146 (+)
Control_protein_00002 control (CDS_0026)
anti-CRISPR-Cas (AcrlIA7) (CDS_0023)
endolysin (CDS_0025)
holln (CDS_0024)

18 20 21T ‘ T ‘ 27  DNAbinding protein (CDS_0028)
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MGV-GENOME-0259927:10,985-29,988 (+)

18
(N [ N A B T
MGV-GENOME-0221078: 10,975-25,970 (+)
18
L e ———— L I —
MGV-GENOME-0211188:10,954-22,786 (+)
DNA binding protein (CDS_0020)
18 19]
(N [ S n s I — —
MGV-GENOME-0235841:10,987-28,718 (+)
18

(NN N
MGV-GENOME-0227265:10,987-27,004 (+)
18 DNA binding protein (CDS_0019)

MGV-GENOME-0198793:10,987-21,993 (+)

18 DNA binding protein (CDS_0019)
Do e /DD EOLU D

MGV-GENOME-0219127: 10,954-25,643 (+)
18 _DNA binding protein (CDS_0019)

MGV GENOME- O206511 10,987-23,399 (+)
19 DNA binding protein (CDS_0020)

N
©
|

I S N S|
MG\/ GENOME-0257958: 10,987-32,639 (+)
Control_protein_00002 control (CDS_0019)
18 T 20 DNAbinding protein (CDS_0021)

MGV-GENOME-0225926: 10,987-26,792 (+)
17

( ) i I —
m
18 _DNA binding protein (CDS_0019)
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18 DNA binding protein (CDS_0019)

(N [
MGV-GENOME-0231105: 10,987-27,745 (+)
18 19 DNAbinding protein (CDS_0020)

(NN S N
MGV-GENOME-0259727:10,954-32,936 (+)
18 19 20 DNA binding protein (CDS_0021)

I I S I — - — - e —
MGV-GENOME-0220991:10,978-25,934 (+)

18 DNA binding protein (CDS_0019)

I I — i S ——
MGV-GENOME-0203992:10,954-22,829 (+)

18 DNA binding protein (CDS_0019)
L e —— I —
MGV GENOME-0218157:10,987-25,554 (+)
18 DNA binding protein (CDS_0019)
DOC_ ot r DD
MGV-GENOME-0200489: 10,987-22,276 (+)
18 DNA binding protein (CDS_0019)

MGV-GENOME-0214826: 10,954-24,511 (+)
18 _DNA binding protein (CDS_0019)
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MGV-GENOME-0223161: 10,987-22,416 (+)
Control_protein_00002 control (CDS_0019)
endolysin (CDS_0018)
17 [ | 20 DNAbinding protein (CDS_0021)

MGV-GENOME-0202738: 9 759 22 675( )

12 17 _DNA binding protein (CDS_0018)
Py W 5 T, | —" RS

MGV-GENOME-0243637:8,949-23,719 (+)

18 19 DNA binding protein (CDS_0020)
I e I N e
MG\/ GENOME-0260675:10,987-31,528 (+)
18 19
[l I
MGV-GENOME-0200224: 10,987-23,219 (+)

=
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I I R S E— S——
MGV-GENOME-0187447:10,987-21,043 (+)
18 19 DrmMI1_00009 DrmMII (CDS_0020)

MG\/ GENOME- 0220221 10,987-27,641 (+)
18 DrmMII_00009 DrmMII (CDS_0019)

I S E— e
MGV-GENOME-0217305:11,071-27,253 (+)

18 DrmMII_00009 DrmMII (CDS_0019)

e s S
MGV-GENOME-0198632: 10,987-23,803 (+)
18

I I E—— E——
MGV-GENOME-0205760: 10,987-21,621 (+)
18

I I E— E—
MGV-GENOME-0213657:10,988-23,661 (+)
18 19

I A E—
MGV-GENOME-0217273:10,987-23,410 (+)
18

I N —— S
MGV-GENOME-0194948:10,987-18,644 (+)
18 1

el

T I E— E—
MGV-GENOME-0217375:10,953-24,528 (+)
18

I I E— T —— o m—
MGV-GENOME-0219259:10,953-24,864 (+)

18

MGV-GENOME-0221591: 10,953-23,482 (+)
DNA binding protein (CDS_0016)

MGV-GENOME-0186734:8,982-19,029 (+)
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