=
N

anti-CRISPR-Cas (AcrllA2) (CDS_0024)
anti-CRISPR-Cas (AcrIB) (CDS_0022)
tail protein (CDS_0017)  anti-CRISPR-Cas (AcrllA1) (CDS_0023)
ferredoxin (CDS_0020)
distal tail protein Dit (CDS_0014) holin (CDS_0019)
tail protein (CDS_0015) 16 18 [ |
TemPhD_cluster_60221:7,433-24,469 (+)

13

ant‘i-CRIS‘ R-Cas (AcrllA3) (CDS_0025)
21

| 26 2728 29
s | MU s SR R— -

p————— F Ot HEPEPE I DD
ferredoxin (CDS_0020)
holin (CDS_0019)
tail protein (CDS 0017) 18 | | 21 2 23
L, W, F— R— 5 WV Ty O O O S VY gy
TemPhD_cluster_60327:7,433-25,156 (+)
e

- —
anti-CRISPR-Cas (AcrlB) (CDS_0023)
holin (CDS_0020)

ferredoxin (CDS_0021)
tail protein (CDS_0018) 19 |
TemPhD_cluster_40995:7,790-25,682 (+)

22 27 28
| P S S S — N B —
ferredoxin (CDS_0021) anti-SOS response (AP1S132) (CDS_0031)
holin (CDS_0020) anti-CRISPR-Cas (AcrllA4) (CDS_0026)
tail protein (CDS_0018) 19 | | 22 23 24 1T 30
| R B N S NN D S
TemPhD_cluster_36012_:7,871-25,917 (+)
ferredoxin (CDS_0020)
holin (CDS_0019)
tail protein (CDS_0017) 18 | | 21 22 26 capH (CDS_0028)
I R N NN S — E——
TemPhD_cluster_61016:7,352-24,244 (+)
ferredoxin (CDS_0021)
holin (CDS_0020) HNH endonuclease (CDS_0025)
tail protein (CDS_0018) 19 | | 22 23 24 28 29
| I S S BN S L [ -
TemPhD_cluster_48796_:7,871-25,530 (+)

PD-T4-9_C_WP_167919057.1 (CDS_0024)
holin (CDS_0020)
ferredoxin (CDS_0021)
tail protein (CDS_0018) 19 |

22 23
) I E— I — I B B | EE—

TemPhD_cluster_60307:7,790-25,240 (+)

HNH endonuclease (CDS_0025)

ferredoxin (CDS_0019)
holin (CDS_0018)
17 | 20 21
o oF O 0 DD D ICK O]
s s W Y WU — - NN
TemPhD_cluster 49169:7,433-24,337 (+)
holin (CDS_0019)
ferredoxin (CDS_0020)
18 | 21
p————— ot O o U DK K DD
e e - I —
TemPhD_cluster_29408:7,871-24,109 (+)
ferredoxin (CDS_0020)
holin (CDS_0019)
18 T 21 22 HNH endonuclease (CDS_0023)
p—————— o O ) OPDDED{ ORI KK
I I B | 1 I
IMGVR_UVIG_2636415598_000001|2636415598|2636438056|473389-515889:7,871-24,300 (+)
ferredoxin (CDS_0020)
holin (CDS_0019)
tail protein (CDS_0017) 18 [ | 21 22
| S I e S E— NN
TemPhD_cluster_20351:7,433-24,125 (+)
ferredoxin (CDS_0020)
holin (CDS_0019)
tail protein (CDS_0017) 18 | | 21 22 HNH endonuclease (CDS_0023)
- I R B E— I I
TemPhD_cluster_41600: 7,434-24,554 (+)
ferredoxin (CDS_0019)
holin (CDS_0018)
171 | 20 21
| | S e I — N
TemPhD_cluster_60673:7,435-23,581 (+)
ferredoxin (CDS_0019)
holin (CDS_0018)
17 [ | 20
N S I — - —
TemPhD_cluster_32187:7,433-23,743 (+)
holin (CDS_0018)
ferredoxin (CDS 0019)
17 | 20
| N S S N - N
TemPhD_cluster_41729:7,435-24,079 (+)
ferredoxin (CDS_0019)
17 18 20
| N I - NN
TemPhD_cluster_49806:7,434-23,914 (+)
ferredoxin (CDS_0019)
holin (CDS_0018)
17T | 20 HNH endonuclease (CDS_0021)
N R
TemPhD_cluster_32394:7,433-23,660 (+)

I N
acetyltransferase (CDS_0022)
holin (CDS_0019) HNH endonuclease (CDS_0023)

ferredoxin (CDS_0020)
18 ‘ 21 anti-CRISPR-Cas (AcrllA12) (CDS_0025)
- | I B N B N — —
TemPhD_cluster_48948_:7,872-25,320 (+)
holin (CDS_0019)  anti-CRISPR-Cas (AcrllA2) (CDS_0023)
ferredoxin (CDS_0020)

tail protein (CDS_0017) 18
-
TemPhD_cluster_16910:7,435-25,564 (+)

integrase (CDS_0027)
anti-defence (dbAPIS)
N

| 21 24 25
I I S E— L - I — —
7000 nt

DNA, RNA and nucleotide metabolism integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail unknown function defence (PADLOC)
— —_—




