Holliday junction resolvase (CDS_0057)
single strand DNA binding protein (CDS_0055) kinase (CDS_0059) HNH endonuclease (CDS_0063)
DNA primase (CDS_0056) 58 60 61 62 terminase small subunit (CDS_0064)
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IMGVR_UViG_2636415598 000001|2636415598|2636438056|473389-515889: 35,484-42,499 (+)

KwaA_00011 Unknown (CDS_0057)
KwaB_00015 DUF4868 (CDS_0056) 58

1 SN I R

IMGVR_UViG_2879688746_000002|2879688746|2879688746|1258882-1299192: 32,907-40,309 (+)

64 65 terminase large subunit (CDS_0001) 2 3 head maturation protease (CDS_0004)
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TemPhD_cluster_40995: 37,487-44,496 (+); 1-3,937 (+)

57 58
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TemPhD _cluster_32394:34,530-41,539 (+); 1-3,580 (+)

61 63 66 67
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TemPhD_cluster_60307: 36,732-44,241 (+); 1-3,937 (+)
DNA helicase (CDS_0059) 65 67 head maturation protease
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TemPhD_cluster_29339:35,384-43,229 (+); 1-3,224 (+)
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TemPhD_cluster_49806: 33,219-40,826 (+); 1-2,786 (+)
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TemPhD_cluster_60514: 36,081-43,434 (+); 1-3,580 (+)
HNH endonuclease (CDS_0061) major head protein (CDS_0004)
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TemPhD_cluster 41600: 35,942-42,161 (+); 1-4,758 (+)
HNH endonuclease (CDS_0060)
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TemPhD_cluster_10907: 34,859-40,862 (+); 1-4,710 (+,
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TemPhD_cluster_60221:38,315-44,579 (+); 1-4,758 (+)

HNH endonuclease (CDS_0065)

TemPhD_cluster_36225:35,398-41,395 (+); 1-5,196 (+
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HNH endonuclease (CDS_0062)

T
TemPhD_cluster_29408: 35,807-42,618 (+); 1-5,196 (+)

HNH endonuclease (CDS_0064)

TemPhD_cluster 48948 _:37,433-43,467 (+); 1-5,196 (+)

62 HNH endonuclease (CDS_0063)
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TemPhD_cluster_36090: 34,932-41,955 (+); 1-4,677 (+)
Sak4-like ssDNA annealing protein (CDS_0055) 61
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TemPhD_cluster_27184:35,696-44,319 (+); 1-1,644 (+)
55 56 57 HNH endonuclease (CDS_0058)

TemPhD_cluster_60713: 34,030-42,648 (+); 1-3,589 (+)
Sak4-like ssDNA annealing protein (CDS_0094)
Mu Gam-like end protection (CDS_0093) 99 101 102 103

(+); 1-1,644 (+)
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(+); 1-1,644 (+)

—
@

3

o
=
O
o
c

7]

&
©

@

~
@
Qo
~
o~
w
X
O
N
w
i
w
o~
[
w

w
~o

(+); 1-1,644 (+)
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TemPhD_cluster_39146:62,136-69,919 (+)
4000 nt i
DNA, RNA and nucleotide metabolism head and packaging other transcription regulation unknown function defence (PADLOC)
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