excisionase (CDS_0049)
peptidase (CDS_0044) integrase (CDS_OOTIS)
43 4546 47 |50 51 52 53

MGV-GENOME-0375599:47,117-54,289 (+)
48 49

MGV-GENOME-0375536:44,861-51,681 (+)
Retron_VI_HTH (CDS_0049)
48 | 50 51 52 53

SAMEA2737857_b1_ ct19 ' vs2:47,676-58 302( )
Retron_VI_HTH (CDS_0051)
50 52 53 54 55 56
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IMGVR_UViG_3300029249_000129|3300029249|Ga0168690_1000081: 48,883-60,869 (+)
Retron_VI__HTH (CDS_0049) ABC transporter (CDS_0054)
48 T s0 51 52 53 55 56 57 58
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uvig_234146:47,814-63,721 (+)
Retron_VI_HTH (CDS_0048)
ABC transporter (VF0818) (CDS_0052) 56
47 49 50 51 53 54 55 |57 58 59 60 61 62 63 64 65 66
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uvig_145417:46,805-68,822 (+)
213

I
IMGVR_UViG_3300045988_160426|3300045988|Ga0495776_174139:151,838-154,608 (-)
8000 nt i
integration and excision lysis moron, auxiliary metabolic gene and host takeover other unknown function defence (DefenseFinder) virulence (VFDB)
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