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TemPhD_cluster_62620_: 12,587-21,939 (+)
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TemPhD_cluster_62728_: 11,092-21,959 (+)
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TemPhD_cluster_62399: 12,629-22,870 (+)
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IMGVR_UViG_2541047511_000007|2541047511|2541142968: 12,625-18,010 (+)
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TemPhD_cluster_51847: 12,625-21,610 (+)
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TemPhD_cluster_22022: 12,629-22,002 (+)
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rhodanese-related sulfurtransferase (CDS_0022)
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NC_048665.1: 12,659-21,773 (+)

21 22 hemolysin (CDS_0023)

IMGVR_UViG_2925364022_000003|2925364022|2925364038|222518-262724: 12,952-27,893 (+)

21 22
hemolysin (CDS_0023)
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PD-T4-9_C_WP_167919057.1 (CDS_0027)

28 29
transcriptional regulator (CDS_0030)

MecI_of_mecA-NCBIFAM mecA-type methicillin resistance repressor MecI (NF000243.1) (CDS_0031)

32 hemolysin (CDS_0033)
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DNA, RNA and nucleotide metabolism lysis other tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) AMR (AMRFinderPlus)


