
IMGVR_UViG_3300045988_051931|3300045988|Ga0495776_149951: 43,206-57,078 (+)

36 37
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0038)

39 40 41 42 43 44 45 46 47 48 49 50 51 52
53

5455 56 57 58 59 60 61 62 63

SAMN09781790_a1_ct16923: 44,260-56,708 (+)

43
44

45
46

47
4849

50 51 52
53

54 55

MGV-GENOME-0341875: 42,854-55,283 (+)

39 40 43 44 45 46 47
48

49 50 51 52 53

IMGVR_UViG_3300045988_054856|3300045988|Ga0495776_163461: 42,854-55,283 (+)

43 44 45 46 47
48

49 50 51 52 53

MGV-GENOME-0342725: 40,030-52,302 (+)

38 39 40 41
42

43 44 45 46

MGV-GENOME-0341854: 42,333-55,192 (+)

HEase_00016 homing (CDS_0037) 41 42 43 44
45

46 47 48 49

IMGVR_UViG_3300045988_041598|3300045988|Ga0495776_138437: 44,918-57,870 (+)

42 43 44 45 46 47 48 49 50 51

MGV-GENOME-0329897: 35,678-48,542 (+)

32 33 34 35 36 37 38 39 40 41

MGV-GENOME-0343416: 45,476-59,202 (+)

43 44 45 46 47 48 49 50 51 52 57 58 60

IMGVR_UViG_3300045988_067799|3300045988|Ga0495776_073334: 39,315-50,877 (+)

38 39 40 41 42 43 44

IMGVR_UViG_3300045988_060106|3300045988|Ga0495776_001926: 42,094-56,785 (+)

38 39 40 41 42 43 44
45

46 47 48 49 50 51 52 53

IMGVR_UViG_3300045988_065416|3300045988|Ga0495776_150240: 44,032-56,622 (+)

40 41 42 43 44 45 46
47

48
49

50 51

MGV-GENOME-0342319: 43,869-56,459 (+)

40 41 42 43 44 45 46
47

48
49

50 51

uvig_579349: 43,278-57,550 (+)

44 45 46 47 48 49 50 51 52
53

54 55 56 57 58 59 60 61

MGV-GENOME-0368414: 41,319-55,103 (+)

39
40

41 42 43 44
45

46 47 48 49 50 51 52

Monaco_MBA1742_NODE_3_length_68452_cov_986.497039: 45,667-58,029 (+)

46 47
48

49 50 51
52

53
54

55 56
57

58

MGV-GENOME-0341843: 43,186-56,347 (+)

43 44 45 46 47
48

4950 51 55 58 59

IMGVR_UViG_3300045988_071213|3300045988|Ga0495776_163446: 43,186-55,862 (+)

43 44 45 46 47
48

4950 51

MGV-GENOME-0327318: 35,587-47,883 (+)

31 32 33 34 35
36

3738 39

MGV-GENOME-0343119: 42,168-56,356 (+)

43 44 45 46 47 48 49 50
51

52 53 54 55 56

uvig_581695: 45,497-59,280 (+)

46 47 48 49 50 51 52 53 54

uvig_351875: 44,272-58,328 (+)

41 42 43 44 45 46 47 48 49 50 51 52 53

MGV-GENOME-0343973: 43,364-56,944 (+)

40 41 42 43 44 45 46 47 48 49 50 51

IMGVR_UViG_3300045988_059857|3300045988|Ga0495776_001767: 44,609-58,033 (+)

41 42 43 44 45 46 47 48 49 50 51 52 53

MGV-GENOME-0342700: 42,214-57,659 (+)

35 38 39 40 41 42 43 44 45
46

47 48 49 50 51 52

IMGVR_UViG_3300045988_054657|3300045988|Ga0495776_001762: 42,214-57,659 (+)

38 39 40 41 42 43 44 45
46

47 48 49 50 51 52

MGV-GENOME-0342069: 41,031-55,176 (+)

38 39 40 41 42 43 44 45 46 47 48 49

uvig_597661: 42,416-56,585 (+)

40
HEase_00016 homing (CDS_0042)

44 48 49 50 51 52 53 54 55 56 57 60

uvig_597051: 42,288-56,564 (+)

47 48 49 50 51 52 53 54

uvig_586384: 43,985-55,204 (+)

44 45 46 47 48

SAMN09781785_a1_ct410: 45,540-57,829 (+)

48 49 50 51 52
53

uvig_588407: 44,368-57,505 (+)

42 43 44 45 46 47 48

SAMN10290173_a1_ct796: 45,592-57,576 (+)

45 46 47 48 49 50 51

uvig_580837: 45,478-57,900 (+)

45 46 47 48 49 50

IMGVR_UViG_3300045988_059219|3300045988|Ga0495776_032922: 42,736-55,381 (+)

45 46 47 48 49 50 51 52

uvig_368932: 42,736-55,747 (+)

45 46 47 48 49 50 51 52

Rampelli_SM_40_NODE_152_length_65974_cov_15.061591: 42,736-55,936 (+)

45 46 47 48 49 50 51 52

MGV-GENOME-0339912: 42,736-55,447 (+)

46 47 48 49 50 51 52 53

IMGVR_UViG_3300045988_053318|3300045988|Ga0495776_009500: 42,736-55,447 (+)

46 47 48 49 50 51 52 53

uvig_575131: 44,637-59,150 (+)

NinB/ Orf homologous recombination mediator (CDS_0038) 44 45 46 47 48 49 50 51

IMGVR_UViG_3300045988_041663|3300045988|Ga0495776_163658: 43,150-57,016 (+)

43 44 45 46 47 48

IMGVR_UViG_3300045988_041960|3300045988|Ga0495776_140360: 42,451-54,956 (+)

4445 46 47 48

MGV-GENOME-0339177: 42,451-55,600 (+)

4445 46 47 48 49

6000 nt

DNA, RNA and nucleotide metabolism other unknown function defence (DefenseFinder) defence (PADLOC)


