
MGV-GENOME-0368414: 30,542-40,556 (+)

18 1920
anti-CRISPR-Cas (AcrIIA7) (CDS_0021)

22 23 24 25 26

Rha-like transcriptional regulator (CDS_0027)
tRNA-Met(CAT)

28 29 30 NinB/ Orf homologous recombination mediator (CDS_0031)

MGV-GENOME-0343973: 31,232-42,598 (+)

23 24 25 26

IMGVR_UViG_3300045988_060106|3300045988|Ga0495776_001926: 29,241-41,328 (+)

17 22 23 24 25 Erf-like ssDNA annealing protein (CDS_0028)

MGV-GENOME-0342700: 28,309-41,454 (+)

19
Rnase H (CDS_0021)

22 23 24

IMGVR_UViG_3300045988_054657|3300045988|Ga0495776_001762: 29,506-41,454 (+)

Rnase H (CDS_0021) 22 23 24

MGV-GENOME-0342725: 13,195-39,264 (+)

16 21 22 23

MGV-GENOME-0343119: 30,067-41,402 (+)

20
Rnase H (CDS_0024)

25 26 27 29 30

MGV-GENOME-0341854: 30,306-41,564 (+)

23 24
25

26 27

MGV-GENOME-0342069: 30,212-40,268 (+)

21
22 23

uvig_347633: 31,273-44,370 (+)

24 25 26 27 28 29 30

IMGVR_UViG_3300045988_054856|3300045988|Ga0495776_163461: 30,327-42,088 (+)

23 24 25 26 27

uvig_579349: 28,629-42,512 (+)

22 23 24 25 26 27 28 30 32

SAMN09781790_a1_ct16923: 31,072-43,488 (+)

23 24 25 26 27 28

Monaco_MBA1742_NODE_3_length_68452_cov_986.497039: 32,085-44,437 (+)

24 25 26 27 28 29 31 32

uvig_581695: 30,979-44,282 (+)

24 25 26 27 28 29 32 HEase_00016 homing (CDS_0035)

IMGVR_UViG_3300045988_071213|3300045988|Ga0495776_163446: 30,770-41,477 (+)

23 24 25 27 30 31

IMGVR_UViG_3300045988_041598|3300045988|Ga0495776_138437: 13,997-38,925 (+)

anti-CRISPR-Cas (AcrIIA7) (CDS_0021) 24 25 26 27 28

10000 nt

DNA, RNA and nucleotide metabolism transcription regulation unknown function defence (PADLOC) anti-defence (dbAPIS) tRNA


