tail length tape measure protein (CDS_0014) 20 22
13 \ 15 16 17 1819]21] 23

24

MOV-GENOME 0189361 7,967 17,558 (+)
18

M-GV-GENOME-0189749:7,967-17,623(+)
anti-SOS response (AP1S132) (CDS_0022)
FS_Sma__Sma (CDS_0020)
ABiD_AbiD (CDS_0021) 24
18 19 | | 23 2526

MOV-GENOME.0222743: 7.967-23.319 (+)

anti-SOS response (AP1S132) (CDS_0023)
PDC-S03_WP_114299349.1 (CDS_0019)
PDC-547_WP_148603747.1 (CDS_0027)

DS-4_DS-4D (CDS_0020) 30
17 18 | T2122 | 242526 2829 |31

=
N

L L |
uvig 216424:7,775-22,833 (+)
anti-SOS response @S 132) (CDS_0035)
27 endolysin (CDS_0030)  FS_Sma__Sma (CDS_0033) 38 40  DNA binding protein (CDS_0043)

18 19 20 21 2223 24 2526] 2829 31 32 34 | 3637739 [4142
bDE__ L L L O AEOD OB DaC L FOICAPaacTiiiD Lo

| R 5 1/
IMGVR_UViG_3300029796_000479|3300029796|Ga0243875_1000030|5635-44071: 7,967-30,758 (+)
anti-SOS response (API1S132) (CDS_0034)
transcriptional regulator (CDS_0037)
27 endolysin (CDS_0030) FS_Sma_ Sma (CDS_0032) 39 DNA binding protein (CDS_0042)
18 19 20 21 2223 24 2526] 2829 integrase (CDS_0031) 33 | 3536 |38 [40 41

5&449679: 7,967-30,473 (+)
anti-SOS response (AP1S132) (CDS_0035)
27 endolysin (CDS_0030) FS_Sma_Sma (CDS_OO?W 38 40 DNA binding protein (CDS_0043)
18 19 20 21 2223 24 2526] 2829 31 32 34 | 3637739 [4142

IMGVR_UVIG. 3300029365.000020] 3300029365 |Ga0243866.1001020: 7,967 30,639 (+)
anti-SOS response (APIS132) (CDS_0034)
PDC-547_WP_148603747.1 (CDS_0038)
27 endolysin (CDS_0030) FS_Sma_ Sma (CDS_0032) 41
18 19 20 21 2223 24 2526] 2829 31 33 | 353637 3940 | 42

:
{
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uvig_248967:7,967-30,441 (+)
anti-SOS response (AP1S132) (CDS_0033)
PDC-547_WP_148603747.1 (CDS_0037)
26 endolysin (CDS_0029) FS_Sma_ Sma (CDS_0031) 40
20 2122 23 2425[2728 30 32 | 343536 3839 |41

[N
©
[
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Vi, 298382, 7,967-30,403 (1)
anti-SOS response (APIS132) (CDS_0033)
PDC-$47_WP_148603747.1 (CDS_0037)
26 endolysin (CDS_0029) FS_Sma_ Sma (CDS_0031) 40
18 19 20 2122 23 2425] 2728 30 32 | 343536 3839 |41

Mg,12041: 7,967-30,434 (+)
anti-SOS response (AP1S132) (CDS_0022)
transcriptiorﬁrregulator (CDS_0023)
FS_Sma_ Sma (CDS_0020) 25 DNA binding protein (CDS_0028)
18 19 21| 24 [26 27

I#

]
MGV-GENOME-0219913:7,967-22,829 (+)
anti-SOS response (AP1S132) (CDS_0026)

FS_Sma_ Sma (CDS_0024) 29 DNA binding protein (CDS_0032)
18 19 2021 22 23 25 | 27 2873031
1 — & | | D N . I

Mg_140612: 7.976-26,169 (+)
ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NFO00514.1) (CDS_0022)
anti-SOS response (AP1S132) (CDS_0028)

tail protein (CDS_0021) FS_Sma_ Sma (CDS_0026) 31DNA binding protein (CDS_0034)
17 18 19 20 23 24 25 27 | 29 3073233
| & ;g | § | | D N . W

.-
uvig_12358:7,775-30,993 (+)
anti-SOS response (AP1S132) (CDS_0024)
transcriptional regulator (CDS_0025)
FS_Sma_Sma (CDS_0022) T 27 DNA binding protein (CDS_0030)

17 18 1920 21 23 | 26 128 29

L Ll ——————————————————————————————— I I
IMGVR_UViG_3300045988_135837|3300045988|Ga0495776_176500: 7,775-25,593 (+)
anti-SOS response (API1S132) (CDS_0021)

FS_Sma_Sma (CDS_0019) - 24 DNA binding protein (CDS_0027)
17 18 20 | 22 2372526
I R . - DN

MGV-GENOME 0252464 7. 764-23,064 ()
anti-SOS response (API1S132) (CDS_0021)
FS_Sma__Sma (CDS_0019) 24 DNA binding protein (CDS_0027)
17 18 20 | 22 2372526

i

MGV-GENOME.0252172.7.775.22.936 ()
ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NFO00514.1) (CDS_0019)
anti-SOS response (AP1S132) (CDS_0025)
FS_Sma__Sma (CDS_0023) 28 DNA binding protein (CDS_0031)
tail protein (CDS_0018) 20 21 22 24 | 26 277129 30

;#

-_— I I S S E—— N N . A
uvig_241769:7,967-28,968 (+)
ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NFO00514.1) (CDS_0020)
anti-SOS response (API1S132) (CDS_0026)
tail protein (CDS_0019) FS_Sma_ Sma (CDS_0024) | 29 31 DNA binding protein (CDS_0034)
18 21 22 23 25 | 2728730 [3233

+
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ivig_3664:7,967-29,433 (+)
ABCF_OptrA-NCBIFAM ABC-F type ribosomal protection protein OptrA (NFO00514.1) (CDS_0020)
AbiD__AbiD (CDS_0024)
tail protein (CDS_0019) capH (CDS_0026) DNA binding protein (CDS_0034)
18 21 22 23 25 [ 2728 29 30313233
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uvig_65020:7,967-30,426 (+)

DNA binding protein (CDS_0025)
18 19 20 21222324

MOV-GENOME-0203042: 7,967-20,732 (+)

DNA binding protein (CDS_0025)
18 19 20 21 22 23 24 28 ParB-like partition protein (CDS_0031)

1 — E— N E— I E—
uvig 429787:7,967-23,382 (+)

DNA binding protein (CDS_0020)

18 19 26

- — — . E——
MGV-GENOME-0200111:7,975-21,029 (+)

anti-SOS response (APIS132) (CDS_0032)
PDC-S03_WP_114299349.1 (CDS_0029)
24 endolysin (CDS_0027) 35 37 DNA binding protein (CDS_0041)
18 1920 21 2223] 2526 28 30 31 ‘ 333436 [38 39 40

;
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uvig_28292:7,975-30,752 (+)

anti-SOS response (AP1S132) (CDS_0030)
PDC-S03_WP_114299349.1 (CD5_0027)

22 endolysin (CDS_0025) 33 35 DNA binding protein (CDS_0039)
18 19 2021 2324 26 28 29 | 3132734 [36 37 38
b L O AP C T PCGDAIG-CHERND DD

MOV-GENOME.0267483: 7.975-30.856 (+)
anti-SOS response (AP1S132) (CDS_0034)
PDC-S03_WP_114299349.1 (CD$_0031)

26 endolysin (CDS_0029) 37 39 DNA binding protein (CDS_0042)
18 19 20 2122 23 2425] 2728 30 32 33 | 3536 |38 [40 41

-
SRS077589_al _ct8282_vs1:7,975-30,096 (+)

anti-SOS response (AP1S132) (CDS_0032)
21 25 endolysin (CDS_0028) 35 DNA binding protein (CDS_0039)
18 19 20| 22 2324] 2627 29 30 31 | 333436 37 38

|
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IMGVR_UViG_3300029325_000199|3300029325|Ga0242844_100426|7469-44478:7,967-30,037 (+)

anti-SOS response (AP1S132) (CDS_0020)
23 25 DNA binding protein (CDS_0029)
1819 | 2122724 [26 27 28

- C [ N —— —
MGV-GENOME-0230827:7,975-23,642 (+)

anti-SOS response (AP1S132) (CDS_0019)

22 24 DNA binding protein (CDS_0028)
18 202123 [25 26 27
L 1 & | 5 B 5 L & | ]

MGV-GENOME-0239103:7,975-23,619 (+)
PDC-503_WP_114299349.1 (CDS_0031)

endolysin (CDS_0026) 36 DNA binding protein (CDS_0042)
23 capH (CDS 0032) [37 39 41
18 1920 21 22 [2425 27 282930 | [333435|[38 [40 [
| I L& & __;§ N ___§11 __§ ___§ o

| I I
IMGVR_UViG_2840465043 000004|2840465043|2840465055|23187-61949:7,976-31,596 (+)
anti-SOS response (APIS178) (CDS_0022)
transcriptional repressor (EDS_OO20)
17 18 19 |21 23

!%

MGV-GENOME-4399968: 7.775-20,110 (+)
9000 nt i

DNA, RNA and nucleotide metabolism integration and excision lysis tail transcription regulation unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)
N — —_—

AMR (AMRFinderPlus)
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