
uvig_114698: 5,886-12,842 (+)

8 9

major tail protein (CDS_0010)

tail protein (CDS_0011)
tail length tape measure protein (CDS_0012)

13 14 15 16 17 18 19

MGV-GENOME-0156172: 6,889-13,763 (+)

15

MGV-GENOME-0177599: 7,047-14,816 (+)

15
tRNA-Met(CAT)

16 17

MGV-GENOME-0159984: 5,918-13,982 (+)

13 14 15

MGV-GENOME-0171938: 5,892-13,533 (+)

13 14 15

uvig_82882: 6,987-17,063 (+)

DNA binding protein (CDS_0016) 17 18
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0019)

20

MGV-GENOME-0182318: 6,987-16,039 (+)

16 17
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0018)

19

MGV-GENOME-0158229: 5,915-13,905 (+)

DNA binding protein (CDS_0013)
14 15 16

MGV-GENOME-0196583: 7,028-16,500 (+)

15 16 17 18 19

uvig_153775: 5,880-19,335 (+)

13 14 15
DNA binding protein (CDS_0016)

17 18 19

MGV-GENOME-0160956: 5,892-14,027 (+)

13 14 15 16

MGV-GENOME-0158762: 5,915-13,759 (+)

13 14 15

MGV-GENOME-0155499: 5,915-13,742 (+)

13 14 15

MGV-GENOME-0202979: 6,850-14,921 (+)

15 16

MGV-GENOME-0173989: 5,915-15,639 (+)

13 14
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0015)

16 17

MGV-GENOME-0166302: 5,854-15,171 (+)

13
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0014)

15 16

MGV-GENOME-0172532: 5,918-15,636 (+)

13 14
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0015)

16 17

uvig_278879: 5,906-20,713 (+)

13 14 15 16 17 18 19 20 21

uvig_166891: 6,950-20,049 (+)

15 16
Trigger factor (VF1056) (CDS_0017)

vanR_ACDEGLN-NCBIFAM VanR-ABDEGLN family response regulator transcription factor (NF033117.2) (CDS_0018)

19

DNA binding protein (CDS_0020)

21 22 23

uvig_262309: 6,032-15,333 (+)

13 14 15 16 17 18

MGV-GENOME-0164544: 5,915-14,728 (+)

13 14 15 16 17

MGV-GENOME-0168977: 5,970-15,138 (+)

13 14 15 16 17 18

MGV-GENOME-0165909: 5,892-14,714 (+)

13 14 15 16 17

MGV-GENOME-0163488: 5,915-14,579 (+)

13
1415

16 17 18

MGV-GENOME-0173193: 5,918-14,180 (+)

13
14

15 16 17

MGV-GENOME-0158234: 5,974-14,181 (+)

13 14 15 16

MGV-GENOME-0163517: 5,973-14,874 (+)

13 14 15 16 17 23

MGV-GENOME-0245158: 5,974-15,144 (+)

13 14 15 16

MGV-GENOME-0155850: 6,637-13,981 (+)

head-tail adaptor (CDS_0009)
14 15 16 17 18 19

MGV-GENOME-0142257: 5,556-12,240 (+)

12 13 14 15 16

MGV-GENOME-0181285: 6,981-17,160 (+)

15 16 17 18 19 20

MGV-GENOME-0171889: 5,921-15,766 (+)

transposase (CDS_0013)
14 15 16 17

MGV-GENOME-0166585: 5,960-15,020 (+)

13 14
phosphoadenosine phosphosulfate reductase (CDS_0015)

16 17

MGV-GENOME-0153363: 5,880-12,997 (+)

13 14

MGV-GENOME-0152275: 5,857-12,864 (+)

13 14

uvig_458979_: 5,974-16,936 (+)

13

minor tail protein (CDS_0014)
head protein (CDS_0015)

16 17

uvig_121428: 5,918-15,818 (+)

ParB-like partition protein (CDS_0013)

14
DNA binding protein (CDS_0015)

16 17 18

MGV-GENOME-0166580: 5,969-14,821 (+)

13 14 15 16 17

MGV-GENOME-0170816: 5,609-13,986 (+)

tail length tape measure protein (CDS_0012) 13 14 15 16 17

MGV-GENOME-0168676: 6,009-15,654 (+)

13 14 15 16 17 21

MGV-GENOME-0166589: 5,970-14,837 (+)

13 14 15 16 17

uvig_179477: 5,915-15,759 (+)

13
DNA binding protein (CDS_0014)

15 16 17

MGV-GENOME-0165955: 5,887-14,703 (+)

13 14 15 16 17

MGV-GENOME-0167252: 5,929-14,879 (+)

13 14 15 16

uvig_146065: 5,918-22,736 (+)

13 14 15
HitABC (VF0268) (CDS_0016)

17 18 19 20 21

MGV-GENOME-0157743: 6,589-13,553 (+)

tail length tape measure protein (CDS_0014)
Mom-like DNA modification protein (CDS_0015)

16

MGV-GENOME-0157823: 5,574-13,828 (+)

tail length tape measure protein (CDS_0012) 13 14 15
Mom-like DNA modification protein (CDS_0016)

17

MGV-GENOME-0145962: 5,592-12,313 (+)

tail length tape measure protein (CDS_0012)
13

Mom-like DNA modification protein (CDS_0014)

15

MGV-GENOME-0176969: 7,020-15,300 (+)

15
Mom-like DNA modification protein (CDS_0016)

17

MGV-GENOME-0161952: 7,020-14,575 (+)

Mom-like DNA modification protein (CDS_0015) 16

uvig_279887: 6,948-14,138 (+)

Mom-like DNA modification protein (CDS_0015) 16

MGV-GENOME-0166718: 5,915-14,144 (+)

13
Mom-like DNA modification protein (CDS_0014)

15

MGV-GENOME-0175126: 5,892-14,456 (+)

13 14 15
Mom-like DNA modification protein (CDS_0016)

17

MGV-GENOME-0161717: 5,887-14,150 (+)

13 14 15
Mom-like DNA modification protein (CDS_0016)

17

uvig_251413: 5,931-15,697 (+)

13
SspD_00001 SspD (CDS_0014)

15

Mom-like DNA modification protein (CDS_0016)

17

MGV-GENOME-0185206: 6,982-17,963 (+)

16 17 18 19 20 Mom-like DNA modification protein (CDS_0021)

MGV-GENOME-0161308: 5,918-15,674 (+)

13 14 15
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0016)

17 23 nucleoside 2-deoxyribosyltransferase (CDS_0024)

MGV-GENOME-0167110: 5,918-15,450 (+)

13 14 15
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0016)

17

MGV-GENOME-0165351: 5,893-15,156 (+)

13 14 15
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0016)

17 21

MGV-GENOME-0171156: 5,892-14,990 (+)

13 14
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0015)

16

MGV-GENOME-0157800: 5,918-13,825 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0013) 14

MGV-GENOME-0165998: 5,969-15,316 (+)

13 14 15
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0016)

17

MGV-GENOME-0167557: 5,918-15,133 (+)

13 14
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0015)

16

MGV-GENOME-0169407: 5,918-15,399 (+)

13 14 15
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0016)

17

MGV-GENOME-0167993: 5,918-15,194 (+)

13 14 15
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0016)

17

MGV-GENOME-0172494: 6,906-16,442 (+)

16 17 18
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0019)

20

uvig_485098: 5,938-20,587 (+)

13 14
tRNA nucleotidyltransferase (CDS_0015)

16

DNA binding protein (CDS_0017)

18 19

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0020)

21

uvig_167569: 5,918-20,467 (+)

13
minor tail protein (CDS_0014)

head protein (CDS_0015)

16

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0017)

DNA binding protein (CDS_0018)
19 20

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0021)

22

uvig_298394: 7,050-21,875 (+)

clamp loader of DNA polymerase (CDS_0015)
16 17 18 19 20 21 22 23 24

uvig_460223: 5,853-24,386 (+)

13 14 15 16 17 18
DNA binding protein (CDS_0019)

20 21

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0022)

uvig_281312: 6,871-16,274 (+)

15 16 17 18 19 20 23

MGV-GENOME-0154120: 5,974-13,853 (+)

13 14 15 16 17

uvig_255161: 6,627-14,278 (+)

15 16
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0017)

18

MGV-GENOME-0165326: 5,892-14,464 (+)

13
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0014)

15

MGV-GENOME-0171414: 6,917-15,755 (+)

15 16 17
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0018)

19

MGV-GENOME-0166058: 6,628-15,394 (+)

tail length tape measure protein (CDS_0014)
15 16 17

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0018)

19

uvig_144983: 5,589-16,564 (+)

tail length tape measure protein (CDS_0012)

MATE_multi_MepA-NCBIFAM multidrug efflux MATE transporter MepA (NF000131.1) (CDS_0013)

14 15 16
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0017)

18

MGV-GENOME-0153854: 5,853-13,617 (+)

13 14 15

MGV-GENOME-0152843: 6,917-13,231 (+)

15 16

MGV-GENOME-0152476: 5,931-13,592 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0013) 14

MGV-GENOME-0170256: 5,967-15,631 (+)

13

phosphoadenosine phosphosulfate reductase (CDS_0014)

15
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0016)

17

MGV-GENOME-0168777: 6,924-15,407 (+)

15 16 17
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0018)

19

MGV-GENOME-0164296: 5,900-14,584 (+)

13 RM_Type_II__Type_II_MTases_FAM_2 (CDS_0014)

MGV-GENOME-0156905: 5,895-14,227 (+)

13 14
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0015)

16

MGV-GENOME-0161243: 5,918-14,751 (+)

13 14 15
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0016)

17

MGV-GENOME-0168592: 7,020-16,248 (+)

15 16 17
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0018)

19

uvig_200870: 5,918-12,638 (+)

13

MGV-GENOME-0154256: 5,580-13,373 (+)

tail length tape measure protein (CDS_0012)
13

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0014)

MGV-GENOME-0153093: 5,081-12,740 (+)

13
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0014)

15

MGV-GENOME-0150522: 6,549-12,634 (+)

tail length tape measure protein (CDS_0014)
15

MGV-GENOME-0128583: 5,566-10,524 (+)

tail length tape measure protein (CDS_0012)

MGV-GENOME-0141870: 5,589-11,944 (+)

tail length tape measure protein (CDS_0012)
13

MGV-GENOME-0148647: 5,712-12,633 (+)

tail length tape measure protein (CDS_0012) 13 14

MGV-GENOME-0154866: 5,589-13,235 (+)

tail length tape measure protein (CDS_0012)
13 14 15 16

MGV-GENOME-0152032: 5,566-12,542 (+)

tail length tape measure protein (CDS_0012)
13 14 15

MGV-GENOME-0142786: 5,592-11,444 (+)

12 13 14

MGV-GENOME-0139936: 5,592-11,947 (+)

tail length tape measure protein (CDS_0012)

MGV-GENOME-4342043: 5,592-10,661 (+)

tail length tape measure protein (CDS_0012)

MGV-GENOME-0131858: 5,561-10,970 (+)

tail length tape measure protein (CDS_0012)
13

MGV-GENOME-0143447: 6,603-13,193 (+)

tail length tape measure protein (CDS_0015) 20

MGV-GENOME-0175621: 5,592-13,539 (+)

tail length tape measure protein (CDS_0012)
1314 15 16 17 23

MGV-GENOME-0139104: 5,592-11,797 (+)

tail length tape measure protein (CDS_0012)
13

uvig_258356: 5,931-23,271 (+)

13 14 15 16 17 18

NshR_TsnR-NCBIFAM NshR/TsnR family 23S rRNA methyltransferase (NF000477.1) (CDS_0019)

RNA polymerase sigma factor (CDS_0020)
21

phosphoadenosine phosphosulfate reductase (CDS_0022)

23 24

MGV-GENOME-0207999: 6,655-21,706 (+)

tail length tape measure protein (CDS_0014)
RNA polymerase sigma factor (CDS_0015)

16 17 18 19 20 21 22 23 24 25

uvig_216916: 6,591-19,361 (+)

tail length tape measure protein (CDS_0014)
15 16 17 18 19 20 21

Mom-like DNA modification protein (CDS_0022)
23

uvig_312111: 6,579-12,789 (+)

tail length tape measure protein (CDS_0014)
15

MGV-GENOME-0149147: 5,853-12,866 (+)

13

MGV-GENOME-0182299: 5,918-14,087 (+)

13 14

uvig_445855: 5,892-13,382 (+)

13

MGV-GENOME-0151390: 5,918-14,319 (+)

13 20 21

MGV-GENOME-0171343: 6,989-16,498 (+)

endolysin (CDS_0015)
16 17 18 19

MGV-GENOME-0168537: 5,915-16,669 (+)

13 14
phosphoadenosine phosphosulfate reductase (CDS_0015)

16 17 22

MGV-GENOME-0165387: 5,918-15,337 (+)

13 14 15 16 17

uvig_150727: 6,929-15,911 (+)

DNA binding protein (CDS_0015) 16 17 18

uvig_488601: 5,918-21,072 (+)

shah_acc_0194 AA (CDS_0013)
MgtBC (VF0106) (CDS_0014)

efflux_ABUW_0982-NCBIFAM chloramphenicol efflux transporter CxpE (NF045801.1) (CDS_0015)

16
DNA binding protein (CDS_0017)

18 19 20

MGV-GENOME-0163565: 5,892-15,224 (+)

13 14 15 16 17

MGV-GENOME-0172165: 6,890-16,619 (+)

16 17 18 19
Mom-like DNA modification protein (CDS_0020)

21

MGV-GENOME-0165104: 5,918-15,184 (+)

13 14 15
Mom-like DNA modification protein (CDS_0016)

17

MGV-GENOME-0219617: 5,915-16,335 (+)

phosphoadenosine phosphosulfate reductase (CDS_0013)

14
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0015)

16

MGV-GENOME-0163814: 5,918-16,539 (+)

13

phosphoadenosine phosphosulfate reductase (CDS_0014)

15
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0016)

17

MGV-GENOME-0147122: 5,918-13,730 (+)

13 14

uvig_226928: 6,981-25,095 (+)

DNA methyltransferase (CDS_0015)
Serine protease (VF1055) (CDS_0016) 17 18 19 20 21

phosphoadenosine phosphosulfate reductase (CDS_0022)
23 24

uvig_442453_: 6,847-18,469 (+)

16

vanR-D-NCBIFAM vancomycin resistance response regulator transcription factor VanR-D (NF000404.1) (CDS_0017)

18 19
DNA binding protein (CDS_0020)

21 22 23

uvig_493273: 5,974-16,014 (+)

HitABC (VF0268) (CDS_0013)
14

DNA binding protein (CDS_0015)

16 17 18 20

uvig_466957: 7,031-20,764 (+)

16 17 18 19
Flagella (VF0114) (CDS_0020)

21

DNA binding protein (CDS_0022)

23 24 25

MGV-GENOME-0149821: 5,592-13,074 (+)

tail length tape measure protein (CDS_0012)
13 14 15 16 17

uvig_155977: 5,918-21,619 (+)

13 14 15
capH (CDS_0016)

17 18 19 20 21 22
DNA binding protein (CDS_0023)

24 25 26

MGV-GENOME-0188831: 5,896-18,522 (+)

13
minor tail protein (CDS_0014)

head protein (CDS_0015)

16
tail protein (CDS_0017)

Mom-like DNA modification protein (CDS_0018)

19

uvig_216332: 4,792-12,667 (+)

5
neck protein (CDS_0006)

11 12

phosphoadenosine phosphosulfate reductase (CDS_0013)

14

MGV-GENOME-0137628: 4,792-11,623 (+)

11
phosphoadenosine phosphosulfate reductase (CDS_0012)

13

MGV-GENOME-0145050: 4,793-13,051 (+)

11
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0012)

13 14

MGV-GENOME-0139340: 4,793-11,515 (+)

11 12
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0013)

14

uvig_568781: 40,486-43,757 (+)

53
Mom-like DNA modification protein (CDS_0054)

55

uvig_521028: 32,899-36,711 (+)

RM_Type_II__Type_II_MTases_FAM_2 (CDS_0045)
46

IMGVR_UViG_3300045988_112333|3300045988|Ga0495776_132846: 34,326-36,988 (+)

45

uvig_154895: 5,887-23,057 (+)

13 14 15 16 17 18

tet_ABC_46_A-NCBIFAM tetracycline efflux ABC transporter Tet(46) subunit A (NF000474.1) (CDS_0019)

20 21 22 23
DNA binding protein (CDS_0024)

25 26

Mom-like DNA modification protein (CDS_0027)

28

uvig_555888: 6,663-19,104 (+)

tail length tape measure protein (CDS_0014)

15
hydrolase (CDS_0016)

17

Sortase B (VF0789) (CDS_0018)
19

20 21 22 23

MGV-GENOME-0194182: 6,989-21,002 (+)

15 16 17
ABC transporter (CDS_0018)

19 20 21 22

uvig_494765: 16,846-24,970 (+)

24

terminase large subunit (CDS_0025)
AI-2 (VF0406) (CDS_0026)

27 28

DNA binding protein (CDS_0029)

30
RM_Type_II__Type_II_MTases_FAM_2 (CDS_0032)

33 34

7000 nt

DNA, RNA and nucleotide metabolism connector head and packaging integration and excision lysis moron, auxiliary metabolic gene and host takeover other tail transcription regulation

unknown function defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA pseudogene


